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Figure S1. Efficiency of CCR5 knockdown in polarized THP1 cells. a. The CCRS5 protein level in polarized THP1 cells

transfected with siNC or siCCRS5 for 24 h (left) was deteced by western blotting. GAPDH acted as loading control. Bar

graph (right) shows the densitometric analysis. b. The CCR5S mRNA level were detected by RT-PCR. GAPDH acted as

loading control. ***P < 0.001. Student's t-test were used to compared differences between 2 groups.



