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Figure S1.  Multivariate data analysis for metabolomics of the D. magna neonates collected after 48 h-exposure to 1 mg/L and 2 mg/L of MEHP. Partial least-squares–discriminant analysis (PLS-DA) score scatter plots for the neonate samples are shown for (A) reverse phase (RP) + data; (B) RP- data (C) Hydrophilic interaction chromatography (HILIC) + data; and (D) HILIC - data. 




Table S1. Primer sequences of target genes for qRT-PCR.

	Gene
	Forward primer (5′ - 3′)
Reverse primer (5′ - 3′)
	Reference

	actin
	CCTCCACCTCTTTGGAGAAAT
CAAGAATGAGGGCTGGAAGAG
	(Cui et al. 2017)

	EcR-A
	CAGGCACATCAACATCAACAAC
GGCGACATGGAATCGACA
	(Kato et al. 2007)

	EcR-B
	CACCACAACCAACTGCATTTAC 
CCATTAATGTCAAGATCCCACA
	(Kato et al. 2007)

	Chitinase
	CGAAACCACGTTCAAGATCA
CAAGCCGGTGAATTTACGAT
	(Poynton et al. 2008)

	JHE
	ATGGAGTTCTCAACGGAACG
ATCTCAGGTGTGGGCATTTC
	(Heckmann et al. 2008)

	Vtg2
	CACTGCCTTCCCAAGAACAT
ATCAAGAGGACGGACGAAGA
	(Hannas et al. 2011)

	sod
	TGCCGTCGTCTGCTGCTTTGTT
TCCGTTGCTGAATACATCGCCGAAT
	(Cui et al. 2017)
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