Tables
Table 1. Ingredients and chemical composition of diets for lambs finished in feedlot
	Item
	Diets

	
	CTL
	Cr3.0

	----- Ingredients, % DM -----

	Cynodon spp. Hay
	6.00
	6.00

	Ground Corn
	76.98
	76.98

	Soybean meal
	13.00
	13.00

	Limestone¹
	2.00
	2.00

	Mineral premix2
	0.600
	0.600

	Urea
	0.900
	0.900

	Ammonium Chloride
	0.500
	0.500

	Chromium chelate3
	0.000
	0.003

	Hidroxi-selenium methionine4
	0.0015
	0.0015

	Vitamin E5
	0.015
	0.015

	Monensin6
	0.004
	0.004

	----- Chemical composition, % DM -----

	TDN7
	81.3
	81.3

	Crude protein
	17.4
	17.4

	RDP8
	10.2
	10.2

	NDF9
	16.7
	16.7

	NDF effective
	6.91
	6.91

	ADF10
	13.2
	12.3

	N-NDF
	0.26
	0.31

	N-ADF
	0.52
	0.52

	ADL11
	2.48
	2.77

	Calcium, mg/kg DM
	0.87
	0.87

	Phosphorus, mg/kg DM
	0.42
	0.42

	Chromium, mg/kg DM
	0.07
	3.89


1Source of calcium; 2Coplasal Ovinos® (Coplacana): calcium, 155g; phosphorus, 83g; magnesium, 10g; sulfur, 35g; sodium, 120g; copper, 756mg; zinc, 2800 mg; iodine, 56 mg; cobalt, 44 mg; selenium (sodium selenium), 14 mg; fluorine, 250 mg. 3Cr+3 + glycine, 10.1% Cr, Orgolabs®. 4Selisseo® 2% Se, Adisseo (dose: 0.50 mg/kg DM(Bezerra et al., 2020) 3737); 5Microvit® E Promix 50, (500 IU/g, α-tocopherol), Adisseo (dose of 100 IU/kg DM [69]); 6 Rumenpac® - Mcassab (minimum monensin 200 mg/kg – in this study, the dose used is 8 mg/kg DM [70]; 7Total digestible nutrients estimated according to Weiss et al. [15]; 8Rumen degradable protein; 9Neutral detergent fiber; 10Acid detergent fiber; 11Acid detergent lignin.
																																																																																											
Table 2. Performance of Dorper × Santa Ines crossbred lambs finished on a high-concentrate diet with and without the addition of chromium
	Item
	Diet1
	SEM
	P-value

	
	CTL
	Cr3.0
	
	

	Initial body weight, kg
	24.8
	25.0
	2.17
	0.769

	Final body weight, kg
	43.1
	44.6
	1.90
	0.205

	Average daily gain, kg/d
	0.29
	0.33
	0.03
	0.048

	Dry matter intake, kg/d
	1.47
	1.48
	0.13
	0.890

	Feed efficiency, kg ADG/kg DMI
	0,19
	0,21
	0.02
	0.080


1CTL: Control treatment without chelated chromium supplementation; Cr3.0: Treatment with 3.0 mg/kg DM of chelated chromium added to the diet.


Table 3. Carcass characteristics and cut yields of Dorper × Santa Ines crossbred lambs finished on a high-concentrate diet with and without the addition of chromium
	Item
	Diet1
	SEM
	P-value

	
	CTL
	Cr3.0
	
	

	Hot carcass weight, kg
	21.0
	21.8
	0.95
	0.319

	Carcass yield, %
	48.8
	48.9
	0.71
	0.915

	Cold carcass weight, kg
	20.4
	21.1
	0.92
	0.361

	Ribeye area, cm²
	23.5
	22.2
	1.09
	0.409

	Subcutaneous fat thickness, mm
	2.60
	2.31
	0.22
	0.351

	Kidney, pelvic, and heart fat, kg
	1.30
	1.72
	0.24
	0.021

	Kidney, pelvic, and heart fat, % of carcass
	6,00
	7,93
	0.94
	0.047

	Non carcass components, %
	60.8
	58.0
	2.64
	0.445

	Empty body weight, kg
	39.6
	41.2
	1.84
	0.145

	True carcass yield, %
	53.1
	53.0
	0.67
	0.960

	Edible yield, %
	51.6
	51.1
	0.83
	0.614

	----- Primal cuts, kg -----

	Shoulder
	1.28
	1.32
	0.06
	0.519

	Rack
	1.95
	1.90
	0.14
	0.778

	Rib + Flank
	1.79
	1.91
	0.12
	0.448

	Leg
	2.44
	2.61
	0.17
	0.336

	----- Primal cuts yield, % -----

	Shoulder
	12.8
	12.8
	0.496
	0.977

	Rack
	19.5
	18.4
	0.753
	0.302

	Rib + Flank 
	17.9
	18.4
	0.675
	0.623

	Leg
	24.5
	25.2
	1.238
	0.473


1CTL: Control treatment without chelated chromium supplementation; Cr3.0: Treatment with 3.0 mg/kg DM of chelated chromium added to the diet.
																																														

Table 4. Meat quality traits of Dorper × Santa Ines crossbred lambs finished on a high-concentrate diet with and without the addition of chromium, measured at various postmortem days
	Item
	Diet1
	SEM
	Postmortem days
	SEM
	P-value

	
	CTL
	Cr3.0
	
	1
	7
	14
	
	Diet
	Time
	D × T

	Total lipids, %
	1.87
	2.65
	0.50
	-
	-
	-
	-
	0.230
	-
	-

	Color L*
	40.2
	39.4
	0.90
	37.2
	40.9
	41.3
	0.85
	0.548
	<0.001
	0.080

	Color a*
	15.3
	15.7
	0.41
	14.4
	16.6
	15.5
	0.49
	0.422
	0.016
	0.277

	Color b*
	13.8
	14.2
	1.71
	12.0
	15.5
	14.4
	1.76
	0.667
	<0.001
	0.477

	[bookmark: _Hlk153704911]Cooking loss, %
	23,0
	19,8
	2.39
	19.6
	20.0
	24.5
	2.64
	0.048
	0.062
	0.369

	WBSF, N
	27,1
	35,1
	2.53
	49.3
	24.2
	19.8
	2.37
	0.047
	<0.001
	0.222


1CTL: Control treatment without chelated chromium supplementation; Cr3.0: Treatment with 3.0 mg/kg DM of chromium added to the diet.


[bookmark: _Hlk153735112]Table 5. Differentially expressed genes in the skeletal muscle of Dorper × Santa Ines crossbred lambs finished on a high-concentrate diet, with and without the addition of chromium
	[bookmark: _Hlk120874193]Gene Code
	Gene Symbol1
	Regulated2
	log2FC3
	FDR4

	LOC105606567
	RPL39
	Up
	3,00E+01
	6,00E-13

	LOC114118459
	RPS25
	Up
	2,61E+14
	4,81E-09

	LOC114113934
	RPL35A
	Up
	2,55E+14
	9,65E-09

	LOC101107031
	BTF3
	Up
	2,41E+14
	1,25E-07

	LOC114114907
	HNRNPA1
	Up
	2,30E+14
	5,35E-07

	LOC101119111
	NSA2
	Up
	2,18E+14
	4,38E-06

	LOC114116224
	ULBP1
	Up
	5,17E+14
	0,0012

	LOC114118388
	RRM2
	Up
	1,74E+14
	0,0027

	LOC121818987
	Uncharacterized
	Up
	1,57E+14
	0,0027

	LOC114116087
	Uncharacterized
	Up
	3,93E+14
	0,0031

	LOC121817503
	COX6C
	Down
	-1,69E+14
	0,0046

	LOC114115302
	TMED5
	Down
	-1,67E+14
	0,0059

	LOC114110822
	ODC1
	Down
	-1,12E+14
	0,0087

	LOC101109899
	HNRNPA1-like
	Down
	-1,59E+14
	0,0105

	DLL1
	DLL1
	Down
	-6,70E-01
	0,0188

	LOC101121371
	RPL37A
	Down
	-8,35E+14
	0,0428

	LOC121819647
	Uncharacterized
	Up
	1,47E+14
	0,0535

	EMP1
	EMP1
	Down
	-1,03E+14
	0,0673

	LOC101113252
	MYH3
	Down
	-2,54E+14
	0,0888

	LOC114109518
	RPL37A
	Down
	-3,66E+14
	0,0906

	GCNT1
	GCNT1
	Up
	1,35E+14
	0,0912


[bookmark: _Hlk155910466]1RPL39: 60S ribosomal protein L39, RPS25: 40S ribosomal protein S25, RPL35A: 60S ribosomal protein L35a-like, BTF3: Basic Transcription Factor 3, HNRNPA1: Heterogeneous nuclear ribonucleoprotein A1, NSA2: Ribosome biogenesis protein NSA2 homolog, ULBP1: UL16-binding protein 1-like, RIR2: Ribonucleoside-diphosphate reductase subunit M2-like, COX6C: Cytochrome c oxidase subunit 6C-like, TMED5: Transmembrane emp24 domain-containing protein 5, ODC1: Ornithine decarboxylase-like, HNRNPA1: Heterogeneous nuclear ribonucleoprotein A1-like; DLL1 = delta like canonical Notch ligand 1; RPL37A = 60S ribosomal protein L37a, EMP1: Epithelial membrane protein 1, MYH3: Myosin-3, GCNT1: Glucosaminyl (N-acetyl) transferase 1; 2Downregulated or upregulated in Chromium diet; 3log2 fold change; 4adjusted p-value (FDR), obtained using the Benjamini-Hochberg methodology as part of the DESeq2 analysis, was used to rank the differentially expressed genes presented in the table.

