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Figure S1 (A and C)MR-Egger regression funnel plot of glucose on the analysis of keloid. (B and D) MR leave-one-out sensitivity analysis for glucose on the keloid.
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Figure S2. Scatterplot (A) and forest plot (B) between TBC1D4 as an exposure factor and keloid (bbj-a-131). Scatterplot (C) and forest plot (D) between TBC1D4 as an exposure factor and keloid (ebi-a-GCST90018654). 
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Figure S3. (A )MR-Egger regression funnel plot of TBC1D4 on the analysis of keloid(bbj-a-131). (B ) MR leave-one-out sensitivity analysis for TBC1D4 on the keloid (bbj-a-131). (C)MR-Egger regression funnel plot of TBC1D4 on the analysis of keloid(ebi-a-GCST90018654). (B ) MR leave-one-out sensitivity analysis for TBC1D4 on the keloid (ebi-a-GCST90018654 ). 










Table S1. MR heterogeneity test results
	outcome
	exposure
	method
	Q
	Q_df
	Q_pval

	Keloid || id:bbj-a-131
	id:met-d-Glucose
	MR Egger
	48.938 
	52
	0.595 

	Keloid || id:bbj-a-131
	id:met-d-Glucose
	Inverse variance weighted
	49.670 
	53
	0.605 

	Keloid || id:bbj-a-131
	id:ukb-d-30740_irnt
	MR Egger
	90.700 
	84
	0.289 

	Keloid || id:bbj-a-131
	id:ukb-d-30740_irnt
	Inverse variance weighted
	92.569 
	85
	0.269 






Table S2. MR horizontal multiplicity test results
	outcome
	exposure
	egger_intercept
	se
	pval

	Keloid || id:bbj-a-131
	id:met-d-Glucose
	0.020 
	0.024 
	0.396 

	Keloid || id:bbj-a-131
	id:ukb-d-30740_irnt
	0.018 
	0.014 
	0.192 

















Table S3. MR heterogeneity test results
	outcome
	exposure
	method
	Q
	Q_df
	Q_pval

	Keloid || id:bbj-a-131
	ENSG00000136111 || id:eqtl-a-ENSG00000136111
	MR Egger
	3.224
	2
	0.199

	Keloid || id:bbj-a-131
	ENSG00000136111 || id:eqtl-a-ENSG00000136111
	Inverse variance weighted
	3.888
	3
	0.274

	Keloid || id:ebi-a-GCST90018654
	 || id:eqtl-a-ENSG00000136111
	MR Egger
	6.770 
	5
	0.238 

	Keloid || id:ebi-a-GCST90018654
	 || id:eqtl-a-ENSG00000136111
	Inverse variance weighted
	6.791 
	6
	0.341 







Table S4. MR horizontal multiplicity test results
	outcome
	exposure
	egger_intercept
	se
	pval

	Keloid || id:bbj-a-131
	ENSG00000136111 || id:eqtl-a-ENSG00000136111
	0.035 
	0.055 
	0.587 

	Keloid || id:ebi-a-GCST90018654
	 || id:eqtl-a-ENSG00000136111
	-0.004 
	0.035 
	0.906 
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