Table 4 Comparison of different regions homology between the BVDV-385 strain and the reference strains.
	Stains
	Countries
	Accession NO
	Subtype
	Host
	Collection date
	Nucleotide identity (%)

	
	
	
	
	
	
	5’UTR
	genome
	Erns
	E2
	Npro

	Oregon C24V
	England
	AF091605
	1a
	Bovine
	1998
	73.1
	67.4
	70.9
	62.0
	65.1

	camel-6
	China
	KC695810
	1q
	Camelus bactrianus
	2014
	74.0
	67.4
	70.9
	63.0
	65.5

	SD-15
	China
	KR866116
	1m
	Bos taurus
	2015
	73.7
	67.7
	67.8
	64.0
	64.3

	NADL
	USA
	AJ133738
	1
	-
	1988
	73.7
	67.7
	69.9
	63.2
	65.3

	XJ-04
	China
	FJ527854
	2
	cattle
	2004
	78.5
	67.8
	71.4
	61.8
	64.3

	HB-1511
	China
	KX096718
	2
	cattle
	2015
	79.2
	67.9
	72.0
	61.7
	63.1

	YNJG2020
	China
	MW168422
	2
	bovine
	2020
	79.8
	67.6
	73.3
	60.4
	62.3

	GS2018
	USA
	MN527354
	2
	bovine
	2018
	79.8
	67.8
	73.0
	60.8
	61.9

	D32/00_'HoBi'
	Japan
	AB871953
	3
	Bos taurus
	2013
	96.8
	95.6
	95.9
	92.3
	95.0

	HN1507
	China
	KU563155
	3
	Capra hircus
	2015
	94.1
	95.1
	95.2
	91.1
	95.4

	XJ-BVDV-3
	China
	OP210314
	3
	bovine
	2022
	96.5
	95.0
	96.0
	91.4
	95.0

	Italy-68-13cp
	Italy
	KJ627180
	3
	Bos taurus
	2013
	96.5
	95.1
	94.9
	91.6
	95.6

	Italy-83-10-ncp
	Italy
	JQ612704
	3
	Bos taurus
	2010
	96.5
	95.0
	95.3
	91.2
	95.6

	JS12-01
	China
	JX469119
	3
	-
	2012
	95.5
	95.4
	95.0
	92.5
	95.4

	Th-04_KhonKaen
	Thailand
	NC_012812
	3
	bovine
	2004
	93.5
	90.7
	89.1
	88.9
	88.9

	PB22487
	Brazil
	KY762287.2
	3
	bovine
	2012
	97.1
	95.9
	96.3
	92.8
	96.4

	SV478-07
	Brazil
	KY767958.1
	3
	bovine
	2007
	96.2
	95.0
	95.2
	92.0
	94.4


Note: The reference strains for Amino acid comparison are shown in grey shading.
