Supplementary table S3. GO enrichment analysis results of MRDEGs.
	ONTOLOGY
	ID
	Description
	GeneRatio
	BgRatio
	pvalue
	p.adjust
	qvalue

	BP
	GO:0016236
	macroautophagy
	27/57
	295/18670
	6.38e-34
	1.02e-30
	7.40e-31

	BP
	GO:0006914
	autophagy
	30/57
	496/18670
	1.63e-32
	8.65e-30
	6.29e-30

	BP
	GO:0061919
	process utilizing autophagic mechanism
	30/57
	496/18670
	1.63e-32
	8.65e-30
	6.29e-30

	BP
	GO:0000422
	autophagy of mitochondrion
	18/57
	76/18670
	2.94e-30
	9.39e-28
	6.83e-28

	BP
	GO:0061726
	mitochondrion disassembly
	18/57
	76/18670
	2.94e-30
	9.39e-28
	6.83e-28

	CC
	GO:0031968
	organelle outer membrane
	23/58
	201/19717
	2.76e-31
	3.40e-29
	1.94e-29

	CC
	GO:0019867
	outer membrane
	23/58
	203/19717
	3.51e-31
	3.40e-29
	1.94e-29

	CC
	GO:0005741
	mitochondrial outer membrane
	22/58
	178/19717
	1.18e-30
	7.61e-29
	4.34e-29

	CC
	GO:0032592
	integral component of mitochondrial membrane
	10/58
	73/19717
	1.15e-14
	5.17e-13
	2.94e-13

	CC
	GO:0098573
	intrinsic component of mitochondrial membrane
	10/58
	74/19717
	1.33e-14
	5.17e-13
	2.94e-13

	MF
	GO:0031625
	ubiquitin protein ligase binding
	10/56
	290/17697
	2.19e-08
	3.61e-06
	2.67e-06

	MF
	GO:0044389
	ubiquitin-like protein ligase binding
	10/56
	308/17697
	3.87e-08
	3.61e-06
	2.67e-06

	MF
	GO:0022829
	wide pore channel activity
	3/56
	21/17697
	3.83e-05
	0.002
	0.002

	MF
	GO:0051082
	unfolded protein binding
	5/56
	131/17697
	5.81e-05
	0.003
	0.002

	MF
	GO:0048487
	beta-tubulin binding
	3/56
	38/17697
	2.34e-04
	0.009
	0.006



MRDEGs：mitophagy related differentially expressed genes。GO：Gene Ontology。BP：biological process。CC：cellular component。MF：molecular function。

