Supplementary table S5. GSEA analysis of merged dataset.
	Description
	setSize
	enrichmentScore
	NES
	pvalue
	p.adjust
	qvalues

	WP_SENESCENCE_AND_AUTOPHAGY_IN_CANCER
	101
	0.374871283
	1.524457974
	0.006711409
	0.255938697
	0.244634575

	WP_OXIDATIVE_STRESS
	33
	0.57074478
	1.846457652
	0.004210526
	0.202819345
	0.193861361

	WP_GENOTOXICITY_PATHWAY
	54
	0.469381325
	1.681197609
	0.006451613
	0.251397849
	0.240294284

	BIOCARTA_IL1R_PATHWAY
	30
	0.621340931
	1.959348284
	0.002132196
	0.170706776
	0.163167118

	REACTOME_FATTY_ACIDS
	14
	0.759945482
	1.976558895
	0.002074689
	0.170706776
	0.163167118

	KEGG_NOD_LIKE_RECEPTOR_SIGNALING_PATHWAY
	60
	0.458881763
	1.678747526
	0.002105263
	0.170706776
	0.163167118

	BIOCARTA_IL1R_PATHWAY
	30
	0.621340931
	1.959348284
	0.002132196
	0.170706776
	0.163167118

	REACTOME_NEUROTRANSMITTER_RELEASE_CYCLE
	49
	0.577446514
	2.022731909
	0.002132196
	0.170706776
	0.163167118

	WP_COMPLEMENT_AND_COAGULATION_CASCADES
	57
	0.528830476
	1.905195745
	0.002132196
	0.170706776
	0.163167118

	WP_MONOAMINE_TRANSPORT
	30
	0.623231445
	1.965309869
	0.002132196
	0.170706776
	0.163167118

	REACTOME_ACTIVATION_OF_MATRIX_METALLOPROTEINASES
	31
	0.60221185
	1.913962437
	0.002136752
	0.170706776
	0.163167118

	REACTOME_INTERLEUKIN_10_SIGNALING
	43
	0.632568703
	2.156687311
	0.002164502
	0.170706776
	0.163167118

	KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
	67
	0.516384523
	1.938802965
	0.002173913
	0.170706776
	0.163167118

	PID_UPA_UPAR_PATHWAY
	41
	0.563026523
	1.899466714
	0.002183406
	0.170706776
	0.163167118

	KEGG_OLFACTORY_TRANSDUCTION
	108
	0.555183545
	2.292190595
	0.002207506
	0.170706776
	0.163167118


GSEA：Gene Set Enrichment Analysis。
