
P5_1         CTTTTGATGAGCCCTTCTTTACATCACCCTCGCTTGCTCCATTACCTCCCACAGAAGCAC 60 
P5_2         CTTTTGATGAACCCTTCTTTACATCACCCTCGCTTGCTCCATTACCTCTCACAGAAGCAC 60 
P5_3         CTTTTGATGAACCCTTCTTTACATCACCCTCGCTTGCTCCATTACCTCTCACAGAAGCAC 60 
 
 
P5_1         CCATTCCACAATGGGTACCTGGTAATGGTATCGCGGCACCACCATATCAGATTCATGGTT 120 
P5_2         CCATTCCACAATGGGTACCTGGTAATGGTATCGCGGCACCACCATATCAGATTCATGGTT 120 
P5_3         CCATTCCACAATGGGTACCTGGTAATGGTATCGCGGCACCACCATATCAGATTCATGGTT 120 
 
 
P5_1         GTGGTTACCCATGTAACGACTCCAATGACTGTGATGCACCCTGTACAGTCTGTTGTGCAA 180 
P5_2         GTGGTTACCCATGTAACGACTCCAATGACTGTGATGCACCCTGTACAGTCTGTTGTGCAA 180 
P5_3         GTGGTTACCCATGTAACGACTCCAATGACTGTGATGCACCCTGTACAGTCTGTTGTGCAA 180 
 
 
P5_1         ACTATACCTGCTGTTATGATGTGGCTGATCCTGAGTACATGCTACCACCTATGTCACCCT 240 
P5_2         ACTATACCTGCTGTTATGATGTGGCTGATCCTGAGTACATGCTACCACCTATGTCACCCT 240 
P5_3         ACTATACCTGCTGTTATGATGTGGCTGATCCTGAGTACATGCTACCACCTATGTCACCCT 240 
 
 
P5_1         CTGAGCCACCGAAATTATTACCTCTTCCACCATCTCCACCTCCATCTACAGAGGATGTAG 300 
P5_2         CTGAGCCACCGAAATTATTACCTCTTCCACCATCTCCACCTCCATCTACAGAGGATGTAG 300 
P5_3         CTGAGCCACCGAAATTATTACCTCTTCCACCATCTCCACCTCCATCTACAGAGGATGTAG 300 
 
 
P5_1         AAAATAATGATATGTTTGCACCACAACCTGCTTATGATATAGGAACGCCTGCGGAACTTC 360 
P5_2         AAAATGATGATATGTTTGCACCACAACCTGCTTATGATATAGGAACGCCTGCGGAACTTC 360 
P5_3         AAAATGATGATATGTTTGCACCACAACCTGCTTATGATATAGGAACGCCTGCGGAACTTC 360 
 
 
P5_1         CACCACCAGGATACGAATTCCCGCCATATCAAATCCATGGTTGTGGCTATGGCCCCTGCA 420 
P5_2         CACCACCAGGATACGAATTCCCGCCGTATCAAATCCATGGTTGTGGCTATGGCCCCTGCA 420 
P5_3         CACCACCAGGATACGAATTCCCGCCGTATCAAATCCATGGTTGTGGCTATGGCCCCTGCA 420 
 
 
P5_1         TGGACTCCAACGACTGCGATTGGCCCTGCACATCCTGCTGCTCTAATCATACATGTTGCT 480 
P5_2         TGGACTCCAACGACTGCGATTGGCCCTGCACATCCTGCTGCTCTAATCATACATGTTGCT 480 
P5_3         TGGACTCCAACGACTGCGATTGGCCCTGCACATCCTGCTGCTCTAATCATACATGTTGCT 480 
 
 
P5_1         ATGAGGAGCCTATGTTTCGATGAAAATCCTCAAACACACAAATTCCAAAGAAAAAGTATA 540 
P5_2         ATGAGGAGCCTATGTTTCGATGAAAATCCTCAAACACACAAATTCCAAAGAAAAAGTATA 540 
P5_3         ATGAGGAGCCTATGTTTCGATGAAAATCCTCAAACACACAAATTCCAAAGAAAAAGTATA 540 
 
 
P5_1         GTAACACAATGTAATAAAACTTAGTGTTCCTGTATTACTTAAAATCACATTTGACCTATA 600 
P5_2         GTAACACAATGTAATAAAACTTAGTGTTCCTGTATTACTTAAAATCACATTTGACCTATA 600 
P5_3         GTAACACAATGTAATAAAACTTAGTGTTCCTGTATTACTTAAAATCACATTTGACCTATA 600 
 
 
P5_1         TTCTTCAATTGCTATGTCATTGTCTAATGATTGAAAGCAAGTACTTTTATTTCTGTGTCA 660 
P5_2         TTCTTCAATTGCTATGTCATTGTCTAATGATTGAAAGCAAGTACTTTTATTTCTGTGTCA 660 
P5_3         TTCTTCAATTGCTATGTCATTGTCTAATGATTGAAAGCAAGTACTTTTATTTCTGTGTCA 660 
 



P5_1         TACAAATGTAAGCAAGATCAATAAAGAATATATACAACTACGTTAATCAATTGCTACTAT 720 
P5_2         TACAAATGTAAGCAAGATCAATAAAGAATATATACAACTACGTTAATCAATTGCTACTAT 720 
P5_3         TACAAATGTAAGCAAGATCAATAAAGAATATATACAACTACGTTAATCAATTGCTACTAT 720 
 
 
P5_1         CAAACTGCATTTTCTATCAAACAACAGTATAATTATTCTGACGTGCTCTAATAATTAAAG 780 
P5_2         TAAACTGCATTTTCTATCAAACAACAGTATAATTATTCTGACGTACTCTAATAATTAAAG 780 
P5_3         TAAACTGCATTTTCTATCAAACAACAGTATAATTATTCTGACGTACTCTAATAATTAAAG 780 
 
 
P5_1         TGGGTTGAACTAAGCCTTTAATGACTGATTCATCTGCTCTACGCCTATATCACAATTTCA 840 
P5_2         TGGGTTGAACTAAGCCTTTAATGACTGATTCATCTGCTCTACGCCTATATCACAATTTCA 840 
P5_3         TGGGTTGAACTAAGCCTTTAATGACTGATTCATCTGCTCTACGCCTATATCACAATTTCA 840 
 
 
P5_1         GAGTAGATACATTGCGAGATTTCTGCTGTAAGAACCATTTTGATCATGTTGCTGTTACAG 900 
P5_2         GAGTAGATACATTGCGAGATTTCTGTTGTAAGAACCATTTTGATCATGTTGCTGTTACAG 900 
P5_3         GAGTAGATACATTGCGAGATTTCTGTTGTAAGAACCATTTTGATCATGTTGCTGTTACAG 900 
 
                                             934 
P5_1         ACAACATGATTTTCAGTATATTTTGTTTACAAATTTCCTTCGTCGAGGAAATTCTGGCAT 960 
P5_2         ACAACGTGATTTTCAGTATATTTTGTTTACAAACTTCCTTCGTCGAGGAAATTCTGGCAT 960 
P5_3         ACAACGTGATTTTCAGTATATTTTGTTTACAAACTTCCTTCGTCGAGGAAATTCTGGCAT 960 
 
 
P5_1         GTATTATTAAGATACCAACTTAAATTCTGGTATAGGTTCCATTCTAATTAATATCATCGG 1020 
P5_2         GTATTATTAAGATACCAACTTAAATTCTGGTATAGGTTCCATTCTAATTAATATCATCGG 1020 
P5_3         GTATTATTAAGATACCAACTTAAATTCTGGTATAGGTTCCATTCTAATAAATATCATCGG 1020 
 
 
P5_1         CATACTCCTCAACTTAGATTCATTCTTAGTTGATTTCACATCTTAATTCGTCAACTTTCA 1080 
P5_2         CATACTCCTCAACTTAGATTCATTCTTAGTTGATTTCACATCTTAATTCGTCAACTTTCA 1080 
P5_3         CATACTCCTCAACTTAGATTCATTCTTAGTTGATTTCACATCTTAATTCGTCAACTTTCA 1080 
 
 
P5_1         TAGAGAACTCATCACAGGATAAGCCAGTTTAGTTCAACAATAGTATATTCCTCCGCCAAA 1140 
P5_2         TAGAGAACTCATCACAGGATAAGCCAGTTTAGTTCAACAATAGTATATTCCTCCGCCAAA 1140 
P5_3         TAGAGAACTCATCACAGGATAAGCCAGTTTAGTTCAACAATAGTATATTCCTCCGCCAAA 1140 
 
 
P5_1         ATCCACATAATGTTTTGAGAGTTTTAATTGCAAGTGGTATACCATCATGCTTTTTCAGTT 1200 
P5_2         ATCCACATAATGTTTTGAGAGTTTTAATTGCAAGTGGTATACCATCATGCTTTTTCAGTT 1200 
P5_3         ATCCACATAATGTTTTGAGAGTTTTAATTGCAAGTGGTATACCATCATGCTTTTTCAGTT 1200 
 
 
P5_1         TTCACTTTCGATAAATCAAAATCAATATAAATCCTTTCCTCAAAAAGAAAAAACGATATA 1260 
P5_2         TTCACTTTCGATAAATCAAAATCAATATAAATCCTTTCCTCAAAAAGAAAAAACGATATA 1260 
P5_3         TTCACTTTCGATAAATCAAAATCAATATAAATCCTTTCCTCAAAAAGAAAAAACGATATA 1260 
 
 
P5_1         AATCCTAGCTCCAATTCGTAAAAGAATTTTACCAAAGTACTTCCTCCGTTTCGTTTCAAA 1320 
P5_2         AATCCTAGCTCCAATTCGTAAAAGAATTTTACCAAAGTACTTCCTCCGTTTCGTTTCAAA 1320 
P5_3         AATCCTAGCTCCAATTCGTAAAAGAATTTTACCAAAGTACTTCCTCCGTTTCGTTTCAAA 1320 
 

dCAPS-Fw 

dCAPS-Rv 



P5_1         TGCAACAAAAGGGTATTATTTGTGAGATATAAAATTTCCAATTGTTGCGTTTAAAACGAG 1380 
P5_2         TGCAACAAAAGGGTATTATTTGTGAGATATAAAATTTCCAATTGTTGCGTTTAAAACGAG 1380 
P5_3         TGCAACAAAAGGGTATTATTTGTGAGATATAAAATTTCCAATTGTTGCGTTTAAAACGAG 1380 
 
 
P5_1         ATGGAGGAAGCATTAAAAGTTGTAAGACAACAAAATGAAAACAAATGGATAAATTTCATA 1440 
P5_2         ATGGAGGAAGCATTAAAAGTTGTAAGACAACAAAATGAAAACAAATGGATAAATTTCATA 1440 
P5_3         ATGGAGGAAGCATTAAAAGTTGTAAGACAACAAAATGAAAACAAATGGATAAATTTCATA 1440 
 
 
P5_1         ATATATTCAACTCTACCTTCTTTTGCTCAACATCACATACACACATCCGCACCTGACAAT 1500 
P5_2         ATATATTCAACTCTACCTTCTTTTGCTCAACATCACATACACACATCCGCACCTGACAAT 1500 
P5_3         ATATATTCAACTCTACCTTCTTTTGCTCAACATCACATACACACATCCGCACCTGACAAT 1500 
 
 
P5_1         CATTATTCATTAAAACACCCGATAAAATAAATACCAGTTCTGAAATCATGGATATGAAAC 1560 
P5_2         CATTATTCATTAAAACACCCGATAAAATAAATACCAGTTCTGAAATCATGGATATGAAAC 1560 
P5_3         CATTATTCATTAAAACACCCGATAAAATAAATACCAGTTCTGAAATCATGGATATGAAAC 1560 
 
 
P5_1         TCACAGTAAAAAGAGTATAAAAAACACCAGCTGAAGCAAACACAAGATCAACAAAGAGGT 1620 
P5_2         TCACAGTAAAAAGAGTATAAAAAACACCAGCTGAAGCAAACACAAGATCAACAAAGAGGT 1620 
P5_3         TCACAGTAAAAAGAGTATAAAAAACACCAGCTGAAGCAAACACAAGATCAACAAAGAGGT 1620 
 
 
P5_1         AAAAATCAAAAAATGGTCGTATCAAAATATTATTCTCTACT 1661 
P5_2         AAAAATCAAAAAATGGTCGTATCAAAATATTATTCTCTACT 1661 
P5_3         AAAAATCAAAAAATGGTCGTATCAAAATATTATTCTCTACT 1661 
 
 
Fig. S1 Nucleotide sequences of s17 target region of garden beet genetic resources showing p5. Polymorphic sites 

are highlighted in green. The positions of dCAPS-Fw and dCAPS-Rv primers are indicated by arrows. PCR 

products obtained by using these primers have a HindIII site when they are amplified from P5_2 or P5_3 but not 

from P5_1. We refer P5_1 as p5A, and P5_2 and P5_3 as p5B. 
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