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Fig. S1| a, Principal component analysis (PCA) plot comparing mNeon-positive and -negative cell populations by LCMS intracellular proteomics analysis (n=4). b, Volcano plot showing differential expression of selected proteins in CHGA-mNeon cells. c, Heatmaps showing different categories of genes enriched in human colonic EECs with the highest fold change and p values < 0.01, including cell surface proteins (orphan GPCRs, transporters, ion channels), and gut hormones, transcription factors, cytokines.
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Fig. S2| a, Heatmaps showing different categories of genes enriched in mouse colonic ECs with the highest fold change and p values < 0.01, including cell surface proteins (orphan GPCRs, transporters, ion channels), and transcription factors, cytokines. b, Venn diagrams showing the conserved and uniquely expressed genes in different categories between the human colonic EECs (blue) and mouse colonic EC cells (green) based on bulk RNA sequencing analysis.
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