Table 6: The results of the GSEA functional enrichment analysis
	ID
	setSize
	enrichmentScore
	NES
	pvalue
	p.adjust
	qvalue

	KEGG_NEUROACTIVE_LIGAND_RECEPTOR_INTERACTION
	272
	0.6391615
	1.329148
	4.53e-06
	0.0027
	0.0026

	WP_BLOOD_CLOTTING_CASCADE
	22
	0.8499569
	1.603857
	4.56e-05
	0.0105
	0.0100

	WP_COMPLEMENT_SYSTEM
	96
	0.6855782
	1.407115
	0.0001
	0.0187
	0.0179

	REACTOME_PLASMA_LIPOPROTEIN_REMODELING
	34
	0.7874996
	1.539967
	0.0002
	0.0211
	0.0201

	REACTOME_PLASMA_LIPOPROTEIN_ASSEMBLY
	19
	0.8441070
	1.564729
	0.0002
	0.0255
	0.0243

	REACTOME_REGULATION_OF_INSULIN_LIKE_GROWTH_FACTOR_IGF_TRANSPORT_AND_UPTAKE_BY_INSULIN_LIKE_GROWTH_FACTOR_BINDING_PROTEINS_IGFBPS
	124
	0.6573820
	1.357477
	0.0002
	0.0255
	0.0243

	KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
	69
	0.7134234
	1.447666
	0.0004
	0.0315
	0.0301

	REACTOME_PIWI_INTERACTING_RNA_PIRNA_BIOGENESIS
	29
	0.7797846
	1.506330
	0.0005
	0.0365
	0.0348

	REACTOME_TP53_REGULATES_TRANSCRIPTION_OF_CELL_DEATH_GENES
	44
	-0.5763905
	-1.789723
	0.0007
	0.0410
	0.0391



