SUPPLEMENTARY FIGURES

Figure S1. Correlation between the growth results, expressed as log10(CFU + 1) values, obtained in the microcosm experiments testing for the impact of different fungicide treatments on the growth of bacteria (Rosenbergiella epipactidis + Comamonas sp.) vs. yeasts (Metschnikowia reukaufii + Metschnikowia pulcherrima), and of nectar specialists (M. reukaufii + R. epipactidis) vs. habitat generalists (M. pulcherrima + Comamonas sp.)  (B). Spearman’s correlation coefficients (ρ) and P-values are shown on the upper left corner of the plots.
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Figure S2. Correlation between the growth results, expressed as log10(CFU + 1) values, obtained in the microcosm experiments testing for the impact of different fungicide treatments on the growth of different species of bacteria and yeasts: A, Metschnikowia pulcherrima vs. Metschnikowia reukaufii; B, Rosenbergiella epipactidis vs. M. reukaufii; C, Comamonas sp. vs. M. reukaufii; D, R. epipactidis vs. M. pulcherrima; E, Comamonas sp. vs. M. pulcherrima; and F, Comamonas sp. vs. R. epipactidis. Spearman’s correlation coefficients (ρ) and P-values are shown on the upper left corner of the plots.
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Figure S3. Boxplots showing the results, expressed as log10(CFU + 1) values, obtained in the microcosm experiments testing for the impact of different fungicide treatments on the growth of nectar specialists (Metschnikowia reukaufii + Rosenbergiella epipactidis) vs. habitat generalists (Metschnikowia pulcherrima + Comamonas sp.). Panels show the results obtained on different days (1, 2, and 3) after the onset of the experiment. Treatments: CTRL, growth control containing no fungicide; IZL1 to IZL4, 0.5, 0.125, 0.031, and 0.008 µg/mL of imazalil; PPZ1 to PPZ4, 0.064, 0.016, 0.004, and 0.001 µg/mL of propiconazole; and PTHZ1 to PTHZ4, 8, 2, 0.5, and 0.125 µg/mL of prothioconazole.
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Figure S4. Boxplots showing the results, expressed as log10(CFU + 1) values, obtained in the microcosm experiments testing for the impact of different fungicide treatments on the growth of bacteria (Rosenbergiella epipactidis + Comamonas sp.) vs. yeasts (Metschnikowia reukaufii + Metschnikowia pulcherrima). Panels show the results obtained on different days (1, 2, and 3) after the onset of the experiment. Treatments are explained in the legend of Fig. S3.
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Figure S5. Stress plot obtained in the nonmetric multidimensional scaling (NMDS) of the adequacy of different experimental conditions (combination of fungicide treatment, dose, and propagation step) to support the growth of the microorganisms included in the synthetic communities generated in this study.
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