A CDDP-Cross-Linked Nanoprodrug for Combination Therapy Based on Dual-Augmented Cascade Reactions 
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Fig. S1 Synthesis of PLL-Fc (A) and PEG-P(LL-CD)-PGA (B).
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Fig. S2 1H NMR spectra of PZLys.
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Fig. S3 1H NMR spectra of PLL-Fc.
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Fig. S4 1H NMR spectra of PEG-PZLys-PBGA.
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Fig. S5 1H NMR spectra of PEG-P(LL-CD)-PGA.
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Fig. S6 DLS data and TEM image of NP (A, D), NP/GOD (B, E) and NP-CDDP/GOD (C, F).
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Fig. S7 Zeta potential of NP (A). NP/GOD (B) and NP-CDDP (C).
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Fig. S8 (A) Time-dependent glucose consumption in the presence of 1 mg/mL glucose at the GOD concentration of 1 U/mL. (B) The H2O2 concentration curve after the incubation of pure GOD (2.5 U/mL) in glucose solution (1 mg/mL), and the mixture of GOD (2.5 U/mL) and ferrocene (0.018 mg/mL) in glucose solution (1 mg/mL).
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Fig. S9 The pathway map of mTOR signaling pathway. 
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Fig. S10 The pathway map of PI3K-AKT signaling pathway. 
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Fig. S11 The pathway map of MAPK signaling pathway. 
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Fig. S12 The mean fluorescence intensity for ex vivo imaging of NP/Cy7 and NP-CDDP/Cy7 groups in tumor tissue and major organs at 10 h.
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Fig. S13 H&E-stained histological sections of main organs in different groups.
