Table S6. Mendelian randomization study cohorts

	
	

	Author
	Year
	Gender
	Ethnicity
	Sample 
size
	SNPs
	Consortium
	GWAS ID
	Study target

	
Richardson TG
	
2022
	-
	
European
	
115,082
	
11,590,399
	-
	LDL-C, ebi-a-GCST90092889L-VLDL-C, ebi-a-GCST90092868
M-VLDL-C, ebi-a-GCST90092916
S-VLDL-C, ebi-a-GCST90092968
IDL-C, ebi-a-GCST90092838
	Lipid traits
(lipid subfractions)

	Borges
	2020
	Male
And
female
	European
	115,078
	12321875
	 -
	met-d-Remnant_C
	Lipid traits
(RC)

	Si Fang
	2022
	Male
And
female
	Mixed
	173,082
	2437752
	GLGC
	http://lipidgenetics.org/
	Lipid traits for MVMR
(LDL-C、HDL-C)

	University of Helsinki
	2023
	Male
And
female
	Mixed
	392,423
	-
	FinnGen consortium R9
	https://r9.risteys.finngen.fi/
	Outcome
(AAA 、TAA、 AD)



