Figure S1. Flowchart for selection of the analyzed study sample from the UK Biobank study.
Figure S2. Associations between residual cholesterol (RC) continuous variables and the risk of aortic aneurysm and dissection (AAD).
Figure S3. Cox regression modeling between remnant cholesterol (RC) and AAD after adjusting for antihypertensive drugs
The model was adjusted for age, sex, ethnicity, BMI, smoking status, drinking, education, activity, LDL-C, diabetes, hypertension, CAD, CHD, PVD and antihypertensive drugs.
Figure S4. Cox regression modeling between residual cholesterol (RC) continuous variables and AAD after adjusting for antihypertensive drugs
The model was adjusted for age, sex, ethnicity, BMI, smoking status, drinking, education, activity, LDL-C, diabetes, hypertension, CAD, CHD, PVD and antihypertensive drugs.
Figure S5. Mendelian randomization leave−one−out sensitivity analysis for the effect of remnant cholesterol (RC) on the risk of abdominal aortic aneurysm (AAA).
Figure S6. Funnel plot of the effect of remnant cholesterol (RC) on the risk of AAA.
Figure S7. Scatter plot of the effect of remnant cholesterol (RC) on the risk of AAA.
Figure S8. Forest plot of the effect of remnant cholesterol (RC) on the risk of AAA.
Figure S9. Multivariate Mendelian analysis disentangled the multivariate effects of remnant cholesterol (RC), low-density lipoprotein cholesterol (LDL-C) and high-density lipoprotein cholesterol (HDL-C) on the risk of abdominal aortic aneurysm (AAA).


Table S1. UK Biobank Codes and the details of covariates 
Table S2. RC quintile (mmol/L)
Table S3. The variance inflation factors (VIFs) of RC and each covariate
Table S4. SNPs associated with AAD.
Table S5. F statistics for remnant cholesterol (RC) as an instrumental variable (IV).
Table S6. Mendelian randomization study cohorts
Table S7. MR-PRESSO analysis for the association between exposures and outcomes.

