Luminescence “on-off-on” sensing of acute myocardial infarction biomarker miRNA-208a based on copper nanoclusters-MoS2 FRET system
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Table S1. Recovery of the assay of miRNA-208a in 10% human serum.
	Sample
	Added (nM)
	Found (nM) (n=3)
	Recovery (%)
	RSD (%)

	1
	2.5
	2.45
	98.13
	1.0

	2
	5
	4.93
	98.67
	0.5

	3
	10
	9.97
	99.73
	3.0

	4
	15
	14.70
	97.98
	2.2

	5
	20
	20.24
	101.20
	1.3


Table S2. The sequences of the cDNA probe and miRNA-208a
	Nucleic acid
	Sequence (5’-3’)

	cDNA Probe
	TATTCTGCTCGTTTTTCGAACA

	miRNA-208a
	AUAAGACGAGCAAAAAGCUUGU


Table S3. Mismatch sequence for specific detection
	Nucleic acid
	Sequence (5’-3’)

	Single base mismatch sequence
	AUAACACGAGCAAAAAGCUUGU

	Double base mismatch sequence
	AUUACACGAGCAAAAAGCUUGU

	Mismatched sequence
	UAGCUUAUCAGACUGAUGUUGA
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Figure S1. Optimization conditions for synthesis PEI-CuNCs.
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Figure S2. FTIR of CuNCs.
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[bookmark: _GoBack]Figure S3. Storage stability of CuNCs.
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[bookmark: _Hlk175324459]Figure S4. Optimization of the CuNCs-cDNA-MoS2 sensing strategy. (a) Fluorescence spectra of the CuNCs−DNA with the concentrations of 3.9-500 μg mL-1. (b) Fluorescence spectra of the CuNCs-cDNA-MoS2 prepared 20 μg mL-1 of CuNCs-cDNA and MoS2 with the concentrations from 1 to 28 μg mL-1. (c) △F as a function of different concentrations of MoS2 (△F=F-F0) nanosheets after introducing the target miRNA-208a. (d) FL of CuNCs-cDNA-MoS2 with time in the absent or present of the target miR-208a. 
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