(a) Query = Agr4080kps-2
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Left primer: 5 GENGEICEEASIONASEEANICC TTAGAGGCATAGGTTAGGTGGTAGT-3’
Right primer: 5 TTTGAAGCGAGCAGCGTAGCC-3’

(b) Query = Agr4080kps-4
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Left primer: 5 SHNGGICGGNGIONNOEEANICATGATGGGGAAGGTGATGAACT-3'

Right primer: 5'-AGCAGCGTAGCCTCGTCACTAGC-3’

(c) Query = Agr6971kps-4
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Query TTICTGTGAGATTATIICAGTITITITA &
LLLLERRERLIREeE TLERLy TELhny
Subject 3878217 TITITICTGTGAGATAATITCATITIITA

3878245

Tail

Left primer: 5 SHNGEICCCACICANCEEANIGATGGAATCCAGGTGGAGTTGTTT-3'
Right primer: 5:-AACTCGCAACCTGTGGATTGATTAC-3'

Fig. S2 The design of the KASP markers. (a) and (b) indicated the results for the gene Agr4080; (c)
indicated the results for the gene Agr6971



