Supplementary materials

Supplementary Table


Table S1 sh-RNA sequences 
	sh-RNA
	Sense (5'-3')
	Anti-sense (5'-3')

	Hsa-sh-Derlin3
	GATCCGCCGACTTCGTCTTCATGTTTCTTCAAGAGAGAAACATGAAGACGAAGTCGGTTTTTTG
	AATTCAAAAAACCGACTTCGTCTTCATGTTTCTCTCTTGAAGAAACATGAAGACGAAGTCGGCG

	Has-sh-NC
	[bookmark: _Hlk171970454]GATCCGTTCTCCGAACGTGTCACGTAATTCAAGAGATTACGTGACACGTTCGGAGAATTTTTTC
	[bookmark: _Hlk171970472]AATTGAAAAAATTCTCCGAACGTGTCACGTAATCTCTTGAATTACGTGACACGTTCGGAGAACG

	Mus-sh-Derlin3
	CCUUCCAGCUCUACUUCAATT
	UUGAAGUAGAGCUGGAAGGTT

	Mus-sh-NC
	GCGACGAUCUGCCUAAGAUdTdT
	AUCUUAGGCAGAUCGUCGCdTdT




	Gene
	Forward (5’-3’)
	Reverse (5’-3’)

	Derlin-3
	TGAGGGTCAACTTCTTCGGC
	CTCTGAAGTCCCAGGAAGCC

	Bip
	GAAACTGCCGAGGCGTAT
	ATGTTCTTCTCTCCCTCTCTCTTA

	CHOP
	AGGCGACCAAACTAAAGAAGG
	TgCTgAGTTgAGCGTTATACTg

	XBP-1
	CTGAGTCCGCAGCAGGTG
	GGCTGGTAAGGAACTGGGTC

	eIF2α
	GCTGTGACACCGTAACTCTT
	CCACAGGTTTCTCAGGTAAG

	PERK
	ATCACCTCCTGTCTGTGCT
	GGTAGGGCCTAGAAAACTGT

	p38
	ACTCAGATGCCGAAGATGAAC
	GTGCTCAGGACTCCATCTCT

	PRDM1
	AAGCAACTGGATGCGCTATGT
	GGGATGGGCTTAATGGTGTAGAA

	Fizz1
	CCGTCCTCTTGCCTCCTTC
	CTTTTGACACTAGCACACGAGA

	Arg1
	CCTTTGCTGACATCCCTAAT
	GATTCTTCCGTTCTTCTTGACT

	CD163
	TTCCTGTTCTGGACGTGTGG
	AGCTGGACCACAGCCAAGTT

	IL-10
	GGCACCCAGTCTGAGAACAG
	TGGCAACCCAGGTAACCCTTA

	GAPDH
	CTCCTGCACCACCAACTGCTTAG
	GACGCCTGCTTCACCACCTTC

	mus-Derlin3
	AGGAGGGTTCTTTCCGTGG
	ACGGCTCCATACATAGACCAG

	mus-GAPDH
	AGGTCGGTGTGAACGGATTTG
	GGGGTCGTTGATGGCAACA




Table S2 Primer sequences information






Table S3 Information of cell specific gene markers



	Cell type
	Marker genes

	B cells
	CD79A, MS4A1, CD79B

	Plasma cells
	IGHG1, MZB1, JCHAIN

	CD4+ T cells
	IL7R, CD4, CCR7

	CD8+ T cells
	CD8A, CD8B, GZMK

	Exhausted CD8+ T cells
	CXCL13, LAG3, PDCD1

	Dendritic cells
	CD1C, CCL17, CLEC10A

	Endothelial cells
	CLDN5, RAMP2, VWF

	Cancer-associated fibroblasts
	CHI3L1, CITED1, CA9

	Epithelial cells
	SLC34A2, SCGB1A1, SFTPC

	Fibroblasts
	DCN, COL3A1, COL1A2

	Mast cells
	KIT, MS4A2, GATA2

	Macrophages
	MRC1, MARCO, CD68

	Monocytes
	FCN1, APOBEC3A, S100A12

	NK cells
	KLRD1, NKG7, GNLY

	Neutrophils
	CSF3R, S100A8, S100A9

	Treg cells
	IL2RA, FOXP3, IKZF2
























Supplementary Figures
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Fig. S1 Derlin-3 expression in LUAD and the effect of Derlin-3 expression on ER stress genes. (A-C) Quantitative analysis was used to analyze the expression of Derlin-3, ATF4 and XBP-1 in plasma cell subpopulations with positive and negative expression of Derlin-3. (D) RT-qPCR was used to detect the degree of ER stress induced by TG, a positive inducer of ER stress. (E-F) RT-qPCR and Western blot were used to detect the efficiency of constructing Derlin-3 knockdown models. (G-H) RT-qPCR and Western blot were used to detect the efficiency of constructing Derlin-3 overexpression models. (I) RT-qPCR was applied to detect the effect of Derlin-3 knockdown on ER stress molecules. *P<0.05, **P<0.01, ***P<0.001, ****P<0.0001.
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Fig. S2 Expression of IgG4 receptor coding genes FCGR1A and FCGR1B in immune cells.
[image: ]
Fig. S3 The effect of urethane on lung nodules, Derlin-3, and plasma cells in C57BL/6J mice. (A) Intervention methods, concentrations, and cycles of urethane induced lung cancer formation in C57BL/6J mice. (B, C) Lung display diagram of C57BL/6J mice with urethane intervention after 25 weeks. (D, E) HE staining and Ki-67 staining of lung nodule lesions in C57BL/6J mice with different interventions. (F) RT-qPCR detection of Derlin-3 expression in mouse lung tissues under urethane interventions. (G) Immunohistochemical detection of CD138 expression in mouse lung tissues. (H-J) Flow cytometry was used to detect the proportion of plasma cells in lung tissue single-cell suspension and spleen PBMC. * P<0.05, ****P<0.0001.


[image: ]
Fig. S4 The effect of different intervention on pathway alteration, as well as plasma cell or macrophage cell infiltration in C57BL/6J mice. (A) Tissue immunofluorescence detection of p38, phospho-p38, and PRDM1 expression in mouse lung tissues. (B-D) The percentage of plasma cells in the spleen lymphocytes and lung infiltrating M2 macrophage in mouse lung tissue. 
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