Scale 5 Kl | h23s
chri4t | =21,5ee,wesl 21,53, e8] 21,594,808 21,505, eee] 21,586, 0e8]  =21,507,8ee]  21,5es,eee|  21,5e9,eeel 21,510,088 21,511,908 21,512,008 21,513,808 21,514, 0es|
Feforence ASSemi 14 Fix Fatch Sequence A1ignments
Feference Assemkld A1ternate Hap1otupme fequence ATisnments
HEK2TMES Histone CHIF-seq OF HENG2 fOld Chande over coMtrol poo] ENCSEA@RAOL - EMCFFSSETHA

e e st il e o e, o o o
HIK2Tnes Histone ChIF-Seq Of HepGa peeudorenlicated peaks pool ENCIRGBAOUE - EMCFFOE2RZE
HEK2Tmes Histone ChIF-sed of HepG2 fold change over Control poo] EMCERABEAOL - EMCFFE23AHA

k. e i i e
HiK2Tmes Histone ChIF-seq of HepGa peaks pool EMCERSGE0UE - EMCFFIT7IFOE
H3K2Tmes Histone ChIF-sed of HepGa fold change aver control remd EMCSROUEROL - EMCFF4E10LM

HEkaTmes Histone ChIF-seq of HepG2 fold change ower control rep2 EMCSRGEEAOL - EMCFF2LGRIQ

HEk2Tmes HisTone ChIF-zeq Of HepG2 fO1d Changde Qwer Control rep2 EMCIRAEEA0L - EMCFFOL4RTF
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H3K2TNe3 Histone ChIP-sed of HepG2 Signal p-vwalue pool ENCSREBAAOL - EMCFFRSYEOE

NP ¥ RPN HEEEEE

H3K27Nes Histone ChIP-224 of HepG2 sianal p-vwalue pool ENCERBBAAOL - EMCFFLS4FPOV

_._AJM._ = I " S Y

HaKETmes Histone ChIF-seq of HepGe pseudoreplicated peaks repl ENGERBAEOUE - EMCFFS29GME
3KETMeS Histane ChIP-z2g of Hepl2 peaks repl EMCSRABBOUE - EMCFFS72EUT
HaKETes Histone ChIP-s&q of HepG2 fold chahde over confral repl EMCEREBBAOL - EMCFFSE9ZXH

i

H3KETMeS Histane ChIF-seq of HepG2 fold chanze over cohtral repl EMCSRABBAOL - EMCFF748MOD
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HEKETNes Histone ChIP-s&q of HepG2 fold chahde over confral repl EMCEREBBAOL - EMCFFSETEFW

HiK27me3 Hiztone ChIF-geq of HepG2 =ignal p-value repl ENCIRGGGAOL = ENCFFES4LAET

-y

Hi3E2Tnes Histone ChIF-seq of HepG2 =ignal p-value repl ENCERGGBAOL - EHMCFFEIERTR
>y

H3KE2Tmed Histone ChIF-seq of HepG2 signal p=value repl ENCERAABAOL - ENCFFISTAZY
-l

H3K2Tme3 Histone ChIF-seq of HepGE pseudoreplicabed peaks repd ENCIRAGAAOL - ENCFFITIFRA
GENCODE W41 (13 items filtered out)

B C

Huh7_shTUGI Huh7 NC

;:I:EEt REBP :)'ii:ding Target location
TUG1 v THDC 1 CHA42413 chr22:30972860-30972980[+]
TUG1 v THEHDC1 CH42414 chr22:30973183-30973484[+]
TUG1 ~vTHDC1 CHA42412 chr22:30972132-30972132[+]
TUG1 ~ TEHDC 1 CH42411 chr22:30971632-30971672[+]
TUG1 YTHDC 1 CHA42417 chr22:30975930-30975969[+]
TUG1 YTHDC 1 CHA42416 chr22:30975330-30975381[+]
TUG1 v THDC 1 CHA42415 chr22:30974078-30974117[+]
TUG1 Y THDC 1 CH42410 chr22:30971203-30971370[+]
TUGL Y THDC 1 CHA42409 chr22:30970592-30971000[+]
CHA42408 chr22:30970248-30970287[+]
TUG1 Y THIC1
TUGL v THDC 1 CHA42422 chr22:30978290-30978348[+]




