Table 1. Body, testes, and epididymis weights in F1 and F2 males
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All data are presented as mean ± SD (n=12 each).
Table 2. Morphological analysis of sperm
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AH: amorphous head, BH: bent head, NH: no head, TH: two head, SH: small head, RH: round head. All data are presented as mean ± SD (n=12 each). *p<0.05, **p<0.01, ***p<0.001 vs. control (Dunnett’s multiple comparisons test)


Table 3. Summary of microarray analysis results (Ag-50 vs. control)
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image1.emf
2 weeks 3 weeks 12 weeks
F1 control Ag-5 Ag-50 control Ag-5 Ag-50 control Ag-5 Ag-50
body weight (g) 87+1.0 8.8+0.9 7.8+0.6 144+2.1 153+1.4 139+24 453+5.2 444 +22 448+ 2.6
Testicular weight (mg) 13.7+ 0.3 13.3+0.2 13.4+0.3 39.0+ 0.7 41.3+0.8 385+09 | 1423 +193 | 145.6+25.0 | 137.1+ 15.1
Epididymis weight (mg) - - - - - - 543+ 64 546+ 84 549+34










F1 control Ag-5 Ag-50 control Ag-5 Ag-50 control Ag-5 Ag-50

body weight (g) 8.7 ± 1.0 8.8 ± 0.9 7.8 ± 0.6 14.4 ± 2.1 15.3 ± 1.4 13.9 ± 2.4 45.3 ± 5.2 44.4 ± 2.2 44.8 ± 2.6

Testicular weight (mg) 13.7 ± 0.3 13.3 ± 0.2 13.4 ± 0.3 39.0 ± 0.7 41.3 ± 0.8 38.5 ± 0.9 142.3 ± 19.3 145.6 ± 25.0 137.1 ± 15.1

Epididymis weight (mg) - - - - - - 54.3 ± 6.4 54.6 ± 8.4 54.9 ± 3.4

2 weeks 3 weeks 12 weeks


image2.emf
2 weeks 3 weeks 12 weeks
F2 control Ag-5 Ag-50 control Ag-5 Ag-50 control Ag-5 Ag-50
body weight (g) 9.0+0.8 8.6+ 1.1 82+0.8 158+1.2 13.5+ 1.0 143+1.5 43.1+34 423+25 432+20
Testicular weight (mg) 13.9+0.2 14.1+0.3 13.8+0.2 40.1 £ 1.1 403+ 1.2 39.7+ 1.3 1443 +244 | 134.6+20.0 [ 131.3+19.1
Epididymis weight (mg) - - - - - - 51.2+6.2 48.6 £ 6.8 49.5+5.1










F2 control Ag-5 Ag-50 control Ag-5 Ag-50 control Ag-5 Ag-50

body weight (g) 9.0 ± 0.8 8.6 ± 1.1 8.2 ± 0.8 15.8 ± 1.2 13.5 ± 1.0 14.3 ± 1.5 43.1 ± 3.4 42.3 ± 2.5 43.2 ± 2.0

Testicular weight (mg) 13.9 ± 0.2 14.1 ± 0.3 13.8 ± 0.2 40.1 ± 1.1 40.3 ± 1.2 39.7 ± 1.3 144.3 ± 24.4 134.6 ± 20.0 131.3 ± 19.1

Epididymis weight (mg) - - - - - - 51.2 ± 6.2 48.6 ± 6.8 49. 5 ± 5.1

2 weeks 3 weeks 12 weeks
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F1 Abnormal rate | AH rate BH rate NH rate TH rate SH rate RH rate
control 251 +1.0 03+£0.1(126+06|148+03]00+001]07+0.11]0.1=+0.1
Ag-5 43.5 iO.S** 1.5 ﬂ:0.4>l< 30£04 16.1+£1.0]100+£0.0]04+0.1]0.1£0.0

kk E3 *
Ag-50 38.8+1.0 1.4+£05(56+£06|58+05]101+£0.1]106+03]02=+0.1










F1 Abnormal rate AH rate BH rate NH rate TH rate SH rate RH rate

control 25.1 ± 1.0 0.3 ± 0.1 2.6 ± 0.6 4.8 ± 0.3 0.0 ± 0.0 0.7 ± 0.1 0.1 ± 0.1

Ag-5 43.5 ± 0.5 1.5 ± 0.4 3.0 ± 0.4 6.1 ± 1.0 0.0 ± 0.0 0.4 ± 0.1 0.1 ± 0.0

Ag-50 38.8 ± 1.0 1.4 ± 0.5 5.6 ± 0.6 5.8 ± 0.5 0.1 ± 0.1 0.6 ± 0.3 0.2 ± 0.1

**

**

*

*

*
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F2 Abnormal rate | AH rate BH rate NH rate TH rate SH rate RH rate

control 25.7+0.5 1.3+£0.1 | 28+0.7152+041]10.1+00([05+0.11|03=x0.1
sk skk %k

Ag-5 42.1+£0.3 52+06 | 45+04150+£041]101+0.1[09+02]|04=<x0.1
sk ksk 3k

Ag-50 40.3+0.6 50+12 137+£0.7145+0.7]100+£00]06+021|0.2=0.1










F2 Abnormal rate AH rate BH rate NH rate TH rate SH rate RH rate

0.1 ± 0.0 0.5 ± 0.1 0.3 ± 0.1 control 25.7 ± 0.5 1.3 ± 0.1 2.8 ± 0.7 5.2 ± 0.4

Ag-5 42.1 ± 0.3 5.2 ± 0.6 4.5 ± 0.4 5.0 ± 0.4 0.1 ± 0.1 0.9 ± 0.2 0.4 ± 0.1

0.0 ± 0.0 0.6 ± 0.2 0.2 ± 0.1  Ag-50 40.3 ± 0.6 5.9 ± 1.2 3.7 ± 0.7 4.5 ± 0.7

**

**

**

**

*

*
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Up-regulation miRBaseID (mouse) Name (mouse) Fold change g-value
MI0005500 mmu-mir-465c¢-1 5.95 0.03 I
MI0005501 mmu-mir-465¢-2 5.95 0.01
MIMATO0028133 mmu-miR-7118-5p 1.26 0.08
MIMAT0027832 mmu-miR-3547-5p 1.22 0.08









Up-regulation miRBaseID (mouse) Name (mouse) Fold change q-value

MI0005500 mmu-mir-465c-1 5.95 0.03

MI0005501 mmu-mir-465c-2 5.95 0.01

MIMAT0028133 mmu-miR-7118-5p 1.26 0.08

MIMAT0027832 mmu-miR-3547-5p 1.22 0.08
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Down-regulation miRBaselD (mouse) Name (mouse) Fold change g-value
| MIMATO0000385 mmu-miR-106a-5p 0.81 0.05 |
MIMAT0004849 mmu-miR-883a-3p 0.69 0.05
MIMATO0000539 mmu-miR-92a-3p 0.74 0.08
MIMAT0000526 mmu-miR-15a-5p 0.65 0.07
MIMAT0000129 mmu-miR-30a-3p 0.73 0.08
MIMATO0003453 mmu-miR-497a-5p 0.71 0.08
MIMATO0000128 mmu-miR-30a-5p 0.69 0.08









Down-regulationmiRBaseID (mouse) Name (mouse) Fold change q-value

MIMAT0000385 mmu-miR-106a-5p 0.81 0.05

MIMAT0004849 mmu-miR-883a-3p 0.69 0.05

MIMAT0000539 mmu-miR-92a-3p 0.74 0.08

MIMAT0000526 mmu-miR-15a-5p 0.65 0.07

MIMAT0000129 mmu-miR-30a-3p 0.73 0.08

MIMAT0003453 mmu-miR-497a-5p 0.71 0.08

MIMAT0000128 mmu-miR-30a-5p 0.69 0.08


