Supplementary information

Table S1. SNP analysis of the C. auris strains isolated from mixed infections.
	　
Case

	Isolate A
(Clade)
	Isolate B
(Clade)
	Number of SNPs
	SNP positions
(Isolate A as reference)
	ANNOVAR analysis

	1
	C1-W
(III)
	C1-R
(III)
	4
	Chr3:T401872C
	B9J08_002415:p.P296S

	
	
	
	
	Chr4:G2903585T
	Intergenic of B9J08_003453 and B9J08_003454

	
	
	
	
	Chr5:C487801T
	B9J08_004294:p.N538S

	
	
	
	
	Chr7:C801429T
	B9J08_005264:p.M133V

	2
	C2-W
(III)
	C2-R
(III)
	4
	Chr1:T1116762G
	Upstream of B9J08_000504

	
	
	
	
	Chr4:A1277212C
	Downstream of B9J08_002668

	
	
	
	
	Chr4:C3246608T
	B9J08_003614:p.D171G

	
	
	
	
	Chr5:A187234G
	Upstream of B9J08_004160

	3
	C3-W
(I)
	C3-R
(III)
	46,726
	NA
	NA

	4
	C4-W
(I)
	C4-R
(III)
	46,767
	NA
	NA

	5
	C5-R
(I)
	C5-W
(I)
	10
	Scaffold III:308906
	Upstream of B9J08_002086

	
	
	
	
	Scaffold V:12789
	B9J08_004899:p.G614D

	
	
	
	
	Scaffold VI:6738
	Upstream of B9J08_004470

	
	
	
	
	Scaffold VI:556579
	Downstream of B9J08_004706

	
	
	
	
	Scaffold VI:641500
	Downstream of B9J08_004748

	
	
	
	
	Scaffold VIII:2090033
	Intergenic of B9J08_003605 and B9J08_003606

	
	
	
	
	Scaffold VIII:2090034
	Intergenic of B9J08_003605 and B9J08_003606

	
	
	
	
	Scaffold VIII:2093757
	Downstream of B9J08_003607

	
	
	
	
	Scaffold IX:58336
	B9J08_002259:p.N428Y

	
	
	
	
	Scaffold X:63941
	B9J08_000526:p.N587T


Notes: “Number of SNPs” indicates the SNP differences between the two strains isolated from the same patients. Whole-genome SNPs were analyzed using two reference strains, B8441 for clade I and B11221 for Clade III (the genomic sequences were downloaded from the CGD database, http://www.candidagenome.org/). The annotation of SNPs was analyzed using ANNOVAR.  



Table S2. Antifungal susceptibility of C. auris strains isolated from co-infection cases. 
	strain　
	FLC
	VOC
	POC
	ITC
	CAS
	MFG
	AFG
	AMB
	5-FC

	C1-R
	128
	0.5
	0.25
	0.5
	0.06
	0.5
	1
	1
	0.125

	C1-W
	128
	0.5
	0.25
	0.5
	0.06
	0.5
	1
	1
	0.125

	C2-R
	128
	0.5
	0.25
	0.5
	0.25
	1
	1
	1
	0.125

	C2-W
	128
	0.5
	0.25
	0.5
	0.125
	1
	1
	1
	0.125

	C3-R
	128
	0.25
	0.25
	1
	0.015
	0.06
	0.06
	2
	0.125

	C3-W
	128
	0.25
	0.25
	1
	0.006
	0.5
	1
	1
	0.125

	C4-R
	128
	0.5
	0.5
	0.5
	0.015
	0.015
	0.06
	2
	0.125

	C4-W
	128
	0.5
	0.5
	0.5
	0.06
	0.5
	1
	1
	0.125

	C5-R
	64
	0.5
	0.25
	1
	0.015
	0.03
	0.06
	2
	0.125

	C5-W
	32
	0.125
	0.06
	0.25
	0.015
	0.015
	0.06
	2
	0.125


[bookmark: _GoBack]Notes: The numbers represent the MIC values of the strains (mg/L). C1-C5 refers to case 1 to case 5. Abbreviations: FLC, fluconazole; VOC, voriconazole; POC, posaconazole; ITC, itraconazole; CAS, caspofungin; MFG, micafungin; AFG, anidulafungin; AMB, amphotericin B; and 5-FC, flucytosine.
