	GeneSet
	SIZE
	ES
	NES
	FDR q-val
	RANK AT MAX

	HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
	194
	0.63
	3.08
	0.000
	5415

	HALLMARK_HYPOXIA
	184
	0.62
	2.97
	0.000
	3726

	HALLMARK_ALLOGRAFT_REJECTION
	173
	0.60
	2.92
	0.000
	5600

	HALLMARK_INTERFERON_ALPHA_RESPONSE
	94
	0.66
	2.89
	0.000
	5706

	HALLMARK_IL6_JAK_STAT3_SIGNALING
	81
	0.67
	2.84
	0.000
	5097

	HALLMARK_COAGULATION
	119
	0.61
	2.78
	0.000
	3621

	HALLMARK_INFLAMMATORY_RESPONSE
	191
	0.54
	2.63
	0.000
	5027

	HALLMARK_GLYCOLYSIS
	189
	0.53
	2.63
	0.000
	4903

	HALLMARK_COMPLEMENT
	195
	0.54
	2.62
	0.000
	3621

	HALLMARK_IL2_STAT5_SIGNALING
	192
	0.54
	2.61
	0.000
	4906
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