[bookmark: _GoBack]Table S4: Significant signalling pathways from underexpressed differentially expressed proteins in oncocytic cell tumors. BP, biological process; Reac., Reactome.
	ID
	Description
	Orthology
	p-value
	p.adjust
	Gene ID
	Count

	GO:1903510
	mucopolysaccharide metabolic process
	BP
	0,000233
	0,040732
	CD44/OGN/UST
	3

	GO:0030203
	glycosaminoglycan metabolic process
	BP
	0,000592
	0,040732
	CD44/OGN/UST
	3

	GO:0090504
	epiboly
	BP
	0,000622
	0,040732
	CD44/MEGF8
	2

	GO:0030198
	extracellular matrix organization
	BP
	0,00069
	0,040732
	CD44/ELANE/FBLN5/MFAP4
	4

	GO:0043062
	extracellular structure organization
	BP
	0,000697
	0,040732
	CD44/ELANE/FBLN5/MFAP4
	4

	GO:0045229
	external encapsulating structure organization
	BP
	0,00071
	0,040732
	CD44/ELANE/FBLN5/MFAP4
	4

	GO:0006022
	aminoglycan metabolic process
	BP
	0,000758
	0,040732
	CD44/OGN/UST
	3

	GO:0044272
	sulphur compound biosynthetic process
	BP
	0,001058
	0,045476
	GSTM3/OGN/UST
	3

	R-HSA-1474244
	extracellular matrix organization
	Reac.
	1,07E-05
	0,000492
	CD44/ELANE/FBLN5/MFAP4/P3H1
	5

	R-HSA-71387
	metabolism of carbohydrates
	Reac.
	0,000223
	0,004551
	ALDH1A1/CD44/OGN/UST
	4

	R-HSA-1630316
	glycosaminoglycan metabolism
	Reac.
	0,000297
	0,004551
	CD44/OGN/UST
	3

	R-HSA-2129379
	molecules associated with elastic fibers
	Reac.
	0,00077
	0,008858
	FBLN5/MFAP4
	2

	R-HSA-1566948
	elastic fiber formation
	Reac.
	0,00108
	0,009936
	FBLN5/MFAP4
	2
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