[bookmark: _GoBack]Supplementary Table 2: Significant signalling pathways from downregulated differentially expressed genes in oncocytic cell tumors.  CC, cellular component; MF, molecular functions; Reac., Reactome.
	ID
	Description
	Orthology
	p-value
	p.adjust
	Gene ID
	Count

	GO:0031720
	haptoglobin binding
	MF
	0,000195
	0,03329
	HBA2/HBB
	2

	GO:0005344
	oxygen carrier activity
	MF
	0,000392
	0,03348
	HBA2/HBB
	2

	GO:0030169
	low-density lipoprotein particle binding
	MF
	0,000655
	0,034672
	LIPC/PLTP
	2

	GO:0016638
	oxidoreductase activity, acting on the CH-NH2 group of donors
	MF
	0,000811
	0,034672
	GLDC/LOXL4
	2

	GO:0005788
	endoplasmic reticulum lumen
	CC
	4,29E-05
	0,004806
	CERCAM/CHRDL1/COL27A1/LIPC/MXRA8
	5

	GO:0031838
	haptoglobin- haemoglobin complex
	CC
	0,000232
	0,010387
	HBA2/HBB
	2

	GO:0005833
	haemoglobin complex
	CC
	0,000278
	0,010387
	HBA2/HBB
	2

	GO:0071682
	endocytic vesicle lumen
	CC
	0,001051
	0,029431
	HBA2/HBB
	2

	GO:0034364
	high-density lipoprotein particle
	CC
	0,001451
	0,032492
	LIPC/PLTP
	2

	GO:0034358
	plasma lipoprotein particle
	CC
	0,002573
	0,041164
	LIPC/PLTP
	2

	GO:1990777
	lipoprotein particle
	CC
	0,002573
	0,041164
	LIPC/PLTP
	2

	GO:0032994
	protein-lipid complex
	CC
	0,003014
	0,042197
	LIPC/PLTP
	2

	R-HSA-1237044
	Erythrocytes take up carbon dioxide and release oxygen
	Reac.
	0,000389
	0,013469
	HBA2/HBB
	2

	R-HSA-1480926
	O2/CO2 exchange in erythrocytes
	Reac.
	0,000389
	0,013469
	HBA2/HBB
	2

	R-HSA-2168880
	Scavenging of heme from plasma
	Reac.
	0,000389
	0,013469
	HBA2/HBB
	2

	R-HSA-8957275
	Post-translational protein phosphorylation
	Reac.
	0,001861
	0,039497
	CHRDL1/MXRA8/SERPIND1
	3

	R-HSA-8963899
	Plasma lipoprotein remodeling
	Reac.
	0,002557
	0,039497
	LIPC/PLTP
	2

	R-HSA-9006936
	Signaling by TGFB family members
	Reac.
	0,002635
	0,039497
	CDKN2B/CHRDL1/JUNB
	3

	R-HSA-381426
	Regulation of Insulin-like Growth Factor (IGF) transport and uptake by Insulin-like Growth Factor Binding Proteins (IGFBPs)
	Reac.
	0,002823
	0,039497
	CHRDL1/MXRA8/SERPIND1
	3

	R-HSA-2173796
	SMAD2/SMAD3:SMAD4 heterotrimer regulated transcription
	Reac.
	0,003038
	0,039497
	CDKN2B/JUNB
	2

	R-HSA-9031628
	NGF-stimulated transcription
	Reac.
	0,003559
	0,041121
	EGR1/JUNB
	2

	R-HSA-2173782
	Binding and Uptake of Ligands by Scavenger Receptors
	Reac.
	0,004117
	0,042822
	HBA2/HBB
	2

	R-HSA-9707616
	Heme signaling
	Reac.
	0,005133
	0,048534
	HBA2/HBB
	2







