| 4 |
| QU]
8 8 9

o
N

(%) @ouepUNQeR BAIBIeY

ﬁ,- | a |

Collinsella_aerofaciens.t _SGB14546_group
Cutibacterium_avidum.t _SGB16953
Staphylococcus_hominis.t__SGB7858
Staphylococcus_aureus.t _SGB7852
Streptococcus_parasanguinis.t _SGB8071
Clostridium_perfringens.t _SGB6191
GGB4964_SGB6927.t _SGB6927
Lactobacillus_gasseri.t _SGB7038_group
Streptococcus_salivarius.t _SGB8007_group
Haemophilus_parainfluenzae.t _SGB9712_group
Veillonella_dispar.t SGB6952
Bacteroides ovatus.t _SGB1871
Sutterella_wadsworthensis.t__SGB9283
Bacteroides caccae.t SGB1877
Lacticaseibacillus_rhamnosus.t _SGB7144
Ruminococcus _gnavus.t SGB4584
Enterococcus _faecalis.t SGB7962
Staphylococcus_epidermidis.t _SGB7865
Veillonella_parvula.t _SGB6939
Veillonella_atypica.t _SGB6936
Bacteroides_uniformis.t _SGB1836_group
_ Bacteroides_thetaiotaomicron.t _SGB1861
Phocaeicola_vulgatus.t SGB1814
Bifidobacterium_dentium.t__SGB17234
_ Bifidobacterium_catenulatum.t _SGB17241
Bifidobacterium_adolescentis.t _SGB17244
Parabacteroides_distasonis.t _SGB1934
Phocaeicola_dorei.t SGB1815
Bacteroides_fragilis.t _SGB1855 group
Bifidobacterium_bifidum.t _SGB17256
_ Bifidobacterium_longum.t __SGB17248
_ Bifidobacterium_breve.t SGB17247
. I | Escherichia_colit _SGB10068
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Shannon diversity



