Samples isolated
N=4724

Samples sequenced
N=4673

After removing low RD samples (n=26)
N=4647

N=4627

After removal of sequencing controls
(n=8)

N=4619

After removal of major outliers,
duplications, known lab mix-ups, baby
birth (n=19)

N=4600

After removal of samples with >75%
unclassified in metaphlan 4 (unclassified
inclused RA to 2 known contamimants)

N=4577
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