Supplementary tables
Supplement Table 1: Primers used to quantify the expression of target genes by qPCR
	S. N. 
	Gene 
	Ref Seq No
	Primer Sequence
	Amplicon (bp)

	1
	SERPINA14
	NM_174797.3
	F: TCAGCTCTCTCCCAGAAGAT
R: GGTGGTGGGTTCTCATTGTA
	172

	2
	CHI3L1
	NM_001080219.1
	F: CGGCTCATACAGGTTTTGTG
R: AGCTGTAGATGACATGGGTG
	159

	3
	C15H11orf34
	NM_001113538.1
	F: GAAAACTCCAGCGACCATTG
R: ACGGTCACAGTCCCAACTT
	197

	4
	SLPI
	NM_001098865.2
	F: ACGTCACAAACCCAGTTAAG
R: TTCATAGGGGAAAGGCAGAC
	163

	5
	BOLA-DQA5
	XM_015459849.2
	F: CTTCTGAAACACTGGGAGCC
R: GACATGGGTAGATACAGTCTCA
	242

	6
	CCL19
	NM_001034345.1
	F: AACTCTGCCAGGAGAAGTGT
R: CTCCCTTCTAGTCCTTGGTT
	117

	7
	DMBT1
	XM_024985978.1
	F: CCAATGAGAACACGAAGCTG
R: CAGTCGCTTTGAGGAAGTTG
	246

	8
	IGHG1
	Designed from ensmbl id sequence
	F: CGTTTTCCCATCACTGTCAC
R: CCAAAACATGACCGTTACCC
	275

	9
	IGCGAMMA
	Designed from ensmbl id sequence
	F: TAGATGAGTGAGACCCCGAT
R: GAGAGGCCTTTGTTGTTGAC
	336

	10
	LOC112443200
	Designed from ensmbl id sequence
	F: ACCTCAAACCCTCTTCTGTG
R: GAGAGGCAAATGTTTTTACTGAG
	208

	11
	LOC100300716
	XM_002683998.6
	F: CCCCAGAGGGGTCCTG
R: CATGTGCTTCCACCACTACT
	192

	12
	GSX1
	NM_001105448.2
	F: ACTTAGGACCTCCTGGGTTT
R: CAGAGCGACTCCAAGACAAA
	182

	13
	CNGA1
	NM_174278.2
	F: TCTGGTGATGATGACGACAG
R: CAGGTATTGCTCCCTCTGTG
	126

	14
	TDGF1
	NM_001080358.1
	F: CCTTTGGGTATTTTGGCAATG
R: CAAGGTCACCCAATCCAGC
	179

	15
	HTR1A
	XM_002696304.5
	F: ATCGCCACTTACCTACTGTG
R: GATGGCTCCAGTTGGGATTA
	155

	16
	BPIFA1
	NM_174426.3 
	F: TTCCTGCTTGATGGATTGGG
R: GTCCGTTCCTGGAAGTCTTA
	221

	17
	PIPOX
	NM_001014878.2
	F: GATCAACGTGTGTTACTGGC
R: GTGGTGATAGCAGACCTTCA
	160

	18
	CBLN4
	NM_001081537.1
	F: CAGAGCCAAACGATACAGGTTA
R: ATCCTATAGGGGGAACACCA
	219

	19
	PRKCG
	NM_001166502.2
	F: CCTTCCACCTGTTTCCCC
R: CCTGTTTTCCAATCCCCCATA
	245

	20
	TMIE
	NM_001206734.1
	F: CGTGTTGTCCATCATTATCAC
R: TTTCTGTGAGCTCGTTGAGG
	155

	21
	ST8SIA6
	NM_001103227.1
	F: TATGTTGCCAGTGTTTCAGCC
R: CAGTTATGTAACTTGGAGGGAC
	245

	22
	SH2D4B
	XM_015461049.2
	F: CGAAGGAACTCTACTGGACC
R: GCCTTGGATCGACGTAACTG
	100

	23
	LY6L
	XM_025001988.1
	F: AACATGAGCTCACAGGCTAA
R: ACCTGTAGTCTCAGGGTGAT
	232

	24
	LOC100847874
	XM_010812261.3
	F: ATAAAAACCCTGCGAACTGC
R: CAGTGTTCAGGACCGTTTTC
	192


Supplement Table 2: Gene Ontology enrichment analysis of the upregulated DEGs in the bovine endometrium (Infectious vs Normal; Top five)
	Biological Processes

	Term
	Gene ID
	Total
	p-value

	Inflammatory response
	CCL17, CCL19, CCL22,  CCR2, CCR7, CXCL12, CD14,  CD180, CD27, NLRC4, PYCARD, TNFRSF6B, ANXA1, CASP4, CCL2, CCL4, CCL8, GRO1, CXCL2,  CHI3L1, C3, C5AR1, C5AR2, IL2RA, KNG1, OLR1, PTAFR, PTGS2,  LOC504773
	29
	5.22E-13

	Immune response
	OAS1X, OASL, CCR2, CCR7, CXCL12, CXCL14, CD27, CD274, FYB, FASLG, TNFRSF6B, CCL2, GRO1, CXCL2, C6, FTH1, IGLL1, IL2RA, LCP2, BOLA-DQA5, VPREB1, LOC504773, LOC107131142, TNFSF14, TNFSF8, TNF
	26
	1.17E-10

	Negative regulation of the apoptotic process
	BCL3, BCL2A1, BLK, GATA6, HCK, PIM1, AQP1, AURKA, BIRC5, CAMK1D, CKMT1B, CRYAB, FOXO1, IFIT3, IL6, PLAC8, SOCS3, TFAP2A
	18
	1.32E-04

	Innate immune response
	BLK, BMX, BTK, CD14, HCK, ITK, MX2, NLRC4, PYCARD, SH2D1A ,TNFAIP8L2, ANXA1, CASP4, C2, C6, JCHAIN, SLPI
	17
	1.67E-04

	Regulation of cell proliferation
	ENSBTAG00000038337, ITK, BMX, ENSBTAG00000027407, TFAP2A, BLK, PLAU, HCK, JUNB, PTGS2, HHEX, CD27, S100A11, BTK, CNN2, CXCL2
	16
	3.19E-06

	Cellular Component

	Nucleus
	PIM1, CRYAB, AQP1, STAP1, HCLS1, TFAP2A, STC1, SNX10, NR4A3, SASH3, LGALS3, DLGAP5, HOPX, RGS10, HOXC4, MAFB, FOS, RUNX1, S100A1, GATA6, RRM2, NLRC4, ETV4, MX2, ATF3, CUX2, CAMK1D, BCL3, RASSF5, CLIC2, IKZF3, CDKN2C, BATF3, ENSBTAG00000012184, BCL2L15, CHP2, SMYD2, STK17B, BIRC5, PTPRN, IKZF1, HHEX, TFEC, SNAI1, CD27, S100A11, SFRP4, MEOX1, SLC5A5, RORA, ANXA1, CREM, KRT7, COTL1, SATB2, IRX6, DUSP26, UBE2C, EOMES, TRIB3, DLX3, E2F8, TPX2, BTK, SLFN11, CDKN3, TEAD4, PYCARD, HERC6, ENSBTAG00000020814, ALX3, SPI1, MT2A, CENPA, CDCA5, SIX3, HASPIN, FASLG, LPXN, SPIB, FOXO1, BHLHA15, CCNJL
	83
	0.078572

	Extracellular exosome
	CD274, CRYAB, AQP1, ELAPOR1, ATP6V1C2, LGALS3, STEAP4, SLC4A4, AGMAT, SLPI, OLR1, TPM4, MS4A1, GPLD1, CXCL12, SPP1, RHCG, GATM, IGFBP2, PLAU, CCN5, CD53, ADAMTS3,  C2, SLAMF1, CRTAC1, CUX2, CORO1A, RNASE6, FBP1, SLC12A1, MGAT4A, RAC2, CD7, SIT1, CD44, PGLYRP2, PLAUR, C6, SLAMF6, DOCK2, CD27, CD14, S100A11, SLC5A5, ANXA1, KRT7, COTL1, DUSP26, FABP3, C3, CA2, A2M, CD101, CHI3L1, JCHAIN, SLC36A2, SERPINF2, LOXL4, GNA14, UBASH3A, ELFN1, FASLG, CFI, GPX3
	65
	0.063374

	Extracellular space
	CST3, STC1, LGALS3, SLPI, MS4A1, GRP, GPLD1, SPP1, IGFBP2, PLAU, CCN5, HP, ADAMTS3, SELE, ENSBTAG00000007392, GAL, ENSBTAG00000010155, TNFSF14, CCL19, CHI3L2, ENSBTAG00000014113, DKK1, VEGFC, IL6, CD14, S100A11, ENSBTAG00000001191, SFRP4, ANXA1, FABP3, C3, CCL22, A2M, CHI3L1, CPXM2, SERPINF2, LOXL4, ENSBTAG00000022394, AGR2, CCL4, TNF, LYZ, CXCL2, ENSBTAG00000031160, FASLG, CFI, ENSBTAG00000037811, SERPINB13, GRO1, SERPINA11, GPX3, ENSBTAG00000017305, IGFBP1
	53
	4.70E-08

	Integral component of plasma membrane
	AQP1, ELAPOR1, SLCO2A1, CD79A, ENSBTAG00000037811, GPR18, STEAP4, SLC4A4, MCHR1, SLC2A3, MS4A1, CRTAM, RHCG, LAPTM5, CD180, CD53, STEAP3, HTR4, GPR87, TIGIT, PLAUR, ATP12A, CD27, SLC5A5, SLCO4A1, KCNK12, OXTR, C5AR1, ICOS, KCNJ16, TNF, PTAFR, SLC22A4, SLC26A7, C5AR2
	35
	0.002096

	Extracellular region
	ENSBTAG00000006676, ENSBTAG00000038337, OLR1, VSTM2L, SPP1, NTS, IGFBP2, CCN5, CXCL14, C2, C1R, ENSBTAG00000008793, GAL, MGAT4A, ENSBTAG00000012414, CHI3L2, LCN2, C6, ISG15, CD14, CD2, A2M, CHI3L1, CD163, PYCARD, ENSBTAG00000020884, EBD, PLA2G5, CFB, FCN1
	30
	2.22E-05

	Molecular Function

	GTP binding
	ENSBTAG00000000715, ENSBTAG00000001198, ENSBTAG00000004894, MX2, ENSBTAG00000008550, ENSBTAG00000009850, RAC2, RHOH, RAB38, RASL11B, GNA14, ENSBTAG00000030940, IFI44, ENSBTAG00000037510, ENSBTAG00000040331, GIMAP4, RAB31, ENSBTAG00000039992
	18
	0.004657

	Protein homodimerization activity
	CRYAB, BCL2A1, CRTAM, ATF3, CORO1A, BHLHE40, IKZF3, TIGIT, BIRC5, E2F8, PYCARD, SERPINF2
	12
	0.016236

	Chemokine activity
	CXCL12, CXCL14, ENSBTAG00000001191, ENSBTAG00000037811, CCL19, CCL22, CCL4, CXCL2, GRO1
	11
	0.022063

	GTPase activator activity
	RGS10, RGS16, ARHGAP22, ENSBTAG00000003378, RASGRP3, RGS18, DOCK2, ARHGAP30, RGS1, ARHGAP15
	10
	0.014474

	RNA polymerase II regulatory region sequence-specific DNA binding
	TFAP2A, RUNX1, GATA6, CUX2, IKZF3, EAF2, SNAI1, RORA, EOMES, BHLHA15
	10
	0.034914





Supplement Table 3: Gene Ontology enrichment analysis of the downregulated DEGs in the bovine endometrium (Infectious vs Normal; Top five)
	Biological Processes

	Term
	Gene ID
	Total
	p-value

	Oxidation-reduction process
	FOXRED2, AKR1B1, AKR1C4, FMO1, FMO2, HSD17B6, MRPS36, PHGDH, PIPOX, TXNRD1, TM7SF2
	11
	0.041878

	Transmembrane transport
	ABCC1, SLC13A5. SLC16A13, SLC22A18, SLC25A47,SLC8B1
	6
	0.038388

	Negative regulation of cell growth
	SOX17, WNT11, ENPP1, MSX1, OSGIN1
	5
	0.053423

	Sodium ion transport
	ATP1B1, ATP1B2, SLC13A5, SLC38A7
	4
	0.012504

	Cell communication
	FREM1, GJB3, GJB4, GJB5
	4
	0.006525

	Cellular Component

	Integral component of membrane
	GPR137C, SLC30A5, IGSF9, TMEM254, TMEM217, CYB5B, PDZK1IP1, UNC5CL, FMO2, MSMO1, CYP39A1, LPAR3, IL31RA, SLC30A10, LRP2, ENSBTAG00000012584, SLC13A5, SLC27A6, TM7SF2, SLC31A2, DPP10, ENSBTAG00000005667, GJB5, GJB4, GPR89A, ADGRB1, SEZ6L, SUSD2, NRCAM, CLDN23, ENSBTAG00000016070, MINAR1, SLC38A7, ALK, SLC25A47, GAL3ST2, PANX2, SMPD3, TPCN1, SLC8B1, ST8SIA6, SLC30A3, RTN1, IZUMO1, SLC25A15, PLLP, SLC22A18, GRM7, CLEC4G, NETO2, ILVBL, ABCC6, STYK1, CPT1B, ANPEP, LRAT, KLRG2, KLHL31, SDR16C5, ACSL4, RTN3, ENSBTAG00000018808, TMEM144, FREM1, ENPP3, ADCYAP1R1, SLC16A13, ABCC1, TMEM35A, KCNF1, FMO1, ENPP1, MMD2, FUT1, ASGR2, TMEM114, OR9Q6, NALCN, OTOP3, OR10B1P, RNF180, SLC34A3, CHST8, TMEM210, CYP4F8
	85
	0.047933

	Proteinaceous extracellular matrix
	FBN3, HPSE, WNT11, COL26A1, COL6A6, COL2A1, ADAMTS13, ADAMTS6, SBSPON, VIT
	10
	0.003679

	Apical plasma membrane
	SLC30A5, ATP1B1, LRP2, SLC22A18, ATP1B2, S100G, TMEM114, SLC34A3
	8
	0.021981

	Cell junction
	TRIM9, SLC30A3, GRIA3, PRKCG, PACSIN1, P2RX6, KDF1, SYNDIG1
	8
	0.072252

	Axon
	P2RX3, IGSF9, LPAR3, CDK5R1, NRCAM, SLC38A7
	6
	0.044394

	Molecular Function

	Heme binding
	CYB5B, CYP39A1, IDO2, CYP27A1, HBQ1, CYP26A1, CYP2C87, CYP27C1, CYP4F8
	9
	0.001282

	Iron ion binding
	MSMO1, CYP39A1, CYP27A1, HBQ1, CYP26A1, CYP2C87, CYP27C1, CYP4F8
	8
	4.18E-05

	Monooxygenase activity
	FOXRED2, FMO2, CYP27A1, CYP26A1, FMO1, CYP27C1, CYP4F8
	7
	0.010747

	Catalytic activity
	ECI2. ILVBL, ACSL4, AMACR, KYAT1
	5
	0.045205

	Receptor binding
	PIPOX, LPL, STYK1, NECTIN1, JAK3
	5
	0.09239





Supplement Table 4: KEGG pathway analysis of the upregulated DEGs in the bovine endometrium  (Infectious vs Normal; Top five)
	Term
	Gene ID
	Total
	p value

	Cytokine-cytokine receptor interaction
	CCL19, CCR2, CCR7, CXCL12, CXCL14, CD27, FASLG, TNFRSF6B, CCL2, CCL4, CCL8, IL1R2, IL12RB1, IL12RB2, IL18RAP, IL2Rai, IL2RG, IL20RB, IL21R, IL6, IL7R, OSMR, TNFSF14, TNFSF8, TNF
	25
	1.14E-09

	Chemokine signaling pathway
	CCL17, CCL19, CCL22, CCR2, CCR7, CXCL12, CXCL14, HCK, ITK, CCL2, CCL4, CCL8, GRO1, CXCL2, DOCK2, NCF1, PIK3CG, RAC2
	18
	4.44E-06

	Hematopoietic cell lineage
	MS4A1, IL1R2, CD3D, CD7, CD44, CD5, IL6, CD14, CD3E, CD2, IL7R, IL2RA, TNF
	13
	3.35E-06

	TNF signaling pathway
	BCL3, FOS JUNB, CCL2, GRO1, CXCL2, IL6, MLKL, PIK3CG, PTGS2, SELE, SOCS3, TNF
	13
	1.80E-05

	Phagosome
	ATP6V1C2, FCGR3A, NCF1, OLR1, ENSBTAG00000038128. NCF4, C1R, CORO1A, CD14, C3, FCGR2A, ENSBTAG00000039992
	12
	0.002337




Supplement Table 5: KEGG pathway analysis of the downregulated DEGs in the bovine endometrium  (Infectious vs Normal; Top five)
	Term
	Gene ID
	Total
	p-value

	Metabolic pathways
	ACSL4, ACSS2, ANPEP, ALDH18A1, AKR1B1, AMACR, ACMSD, AFMID, BCAT1, CMBL, CNDP1, CYP2C87, CYP26A1, CYP27A1, DGKI, ENPP1, ENPP3, EPHX2, ETNK2, FUT1, G6PD, GCLC, HPSE, HSD17B6, IDO2, INPP5J, KYAT1, LOC534967, MGAT3, MCCC2, MSMO1, OGDH, LOC786474, PHGDH, PLA2G3, PSAT1, PIPOX, SMS, SMPD3, TST, TM7SF2
	41
	8.17E-06

	PI3K-Akt signaling pathway
	JAK3, SGK2, CREB3L4, LOC530102, COL2A1, COL4A4, COL4A5, EFNA3, LPAR3, NGF, THBS4
	11
	0.058682

	Biosynthesis of antibiotics
	ACSS2, BACT1, CMBL, G6PD, MSMO1, OGDH, PHGDH, PSAT1, TM7SF2
	9
	0.01985

	Protein digestion and absorption
	ATP1B1, ATP1B2, LOC530102, COL2A1, COL4A4, COL4A5, COL9A3
	7
	0.002486

	Insulin secretion
	ABCC8, ATP1B1, PRKCG, ATP1B2, CREB3L4, ADCYAP1R1
	6
	0.010991
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