
Table 5. External validation of key gene for BC.

	id.exposure
	id.outcome
	method
	nsnp
	b
	se
	pval
	lo_ci
	up_ci
	or
	or_lci95
	or_uci95

	eqtl-a-ENSG00000134184
	ebi-a-GCST90018799
	MR Egger
	10
	-0.040278942
	0.039930554
	0.342639131
	-0.118542827
	0.037984943
	0.960521472
	0.888213775
	1.038715593

	eqtl-a-ENSG00000134184
	ebi-a-GCST90018799
	Weighted median
	10
	-0.037845978
	0.019330324
	0.050246992
	-0.075733414
	4.15E-05
	0.962861231
	0.927063315
	1.000041458

	eqtl-a-ENSG00000134184
	ebi-a-GCST90018799
	Inverse variance weighted
	10
	-0.033704993
	0.016167461
	0.037092685
	-0.065393217
	-0.002016769
	0.966856692
	0.936699065
	0.997985264

	eqtl-a-ENSG00000134184
	ebi-a-GCST90018799
	Simple mode
	10
	-0.026675281
	0.023571454
	0.287021309
	-0.072875331
	0.01952477
	0.973677362
	0.92971673
	1.019716625

	eqtl-a-ENSG00000134184
	ebi-a-GCST90018799
	Weighted mode
	10
	-0.035147021
	0.01815824
	0.084907079
	-0.070737171
	0.000443129
	0.965463462
	0.931706739
	1.000443227


se: standard error; pval: p value.




