Supplementary Table S4: Characteristics of significant SNPs with genome-wide associations (P<5X10-5) for LSL on IS

SNP effect alother alleffect alother allbeta. expcbeta. outceaf. exposeaf. outccremove
rs101255€T G T G 0.073475 -0.0133 0.513407 0.488725 FALSE
rs1042597A G A G 0.227308 -0.01967 0.835107 0.820734 FALSE
rs104901€T C T C 0.077418 -0.0049 0.319769 0.357641 FALSE
rs110458EG T G T -0. 19021 0.022683 0.238262 0.172399 FALSE
rs1133911T A T A 0. 144942 -0.01875 0.075398 0.030784 FALSE
rs1135137A G A G -0. 16739 0.004129 0.057868 0.024742 FALSE
rs115689¢T C T C 0.139496 0.02198 0.086227 0.061345 FALSE
rs1174734T C T C 0. 182396 -0.00979 0.050633 0.029563 FALSE
rs1457602C T C T -0. 22187 -0.02992 0.025032 0.038779 FALSE
rs1483902T C T C -0.39893 -0.01223 0.008349 0.003968 FALSE
rs1490782G A G A -0. 38355 0.041461 0.009615 0.011311 FALSE
rs170526&C A C A -0. 08552 0.006234 0.766937 0.711842 FALSE
rs18928523G T G T 0.082388 —0.00433 0.742532 0.743568 FALSE
rs189669€C T C T -0.32751 -0.01307 0.011761 0.008391 FALSE
rs234806CC T C T 0.072586 -0.01434 0.359435 0.306239 FALSE
rs241796€G C G C 0.122852 -0.02742 0.248883 0.33848 FALSE
rs453083¢C T C T -0. 08747 -0.00031 0.243705 0.21538 FALSE
rs620864¢T A T A 0. 159898 0.00581 0.055045 0.049353 FALSE
rs6227867G C G C -0. 1547 0.013746 0.059893 0.057708 FALSE
rs731697CA G A G —-0. 25193 0.022948 0.022644 0.022685 FALSE
rs7556391C A C A -0. 24239 -0.00924 0.028943 0.062073 FALSE
rs7924462G A G A -0. 14578  -0.003 0.062841 0.045952 FALSE
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