Supplementary Figure 1

MOTIF

LAACEXCLEL#2CEOCITLE

a v e s D
04
03 AJ&A

GRHL2

P value 1e-5

i A uct %
] B PN S N B B
[r— =

10

L
-

C GATA3

t % TBX3
PPARG
_J

KLF5
|

‘J// TP63

sample UCC1

uc1
signal

1
4
1
L)
|
‘ |
{
H "“M

|
N\

sample UCC12
enhancers

uc2
signal

<> b

enhancers f

HGT1_1 HGT1 2

Ch e —— — ——————————

chr—

B Bcells

[ macrophage

B Tcells

B endothelial cells

B smooth muscle cells

[ tumor celis

UMAP2

- Normal = Tumor
4

." N Norrﬁal _ Tumor
4 UMAP1

30

a0 40

00 00

UMAP2
*
UMAP2

UMAP2

L

UMAP1
KRT20 promoter accessibility

UMAP1

UMAP1

TP63 motif GATA3 motif

KRTS promoter accessibility

UMAP2

UMAP1

UMAP2

UMAP1

~
o
<<
§L
=]

UMAP1

o HGT1_1
(7166 cells)

w..i%  ®HGT12
(1733 cells)

BL signature score

0.3
0.2
0.1

LLI signature score

OLIG2
Znf423

TP53 (weak)

CENPB, CTCF, CTCFL

e CTCF
CEBPG
PPARG



