Additional file
[bookmark: OLE_LINK31][bookmark: OLE_LINK32]Additional Table 1. MLST typing results of 16 S. aureus strains.
	No.
	ST
	arcC
	aroE
	glpF
	gmk
	pta
	tpi
	yqiL

	1
	630
	12
	3
	1
	1
	4
	4
	3

	2
	398
	3
	35
	19
	2
	20
	26
	39

	3
	Unknown
	3
	35
	167
	2
	487
	Unknown
	39

	4
	30
	2
	2
	2
	2
	6
	3
	2

	5
	Unknown
	Unknown
	1
	14
	23
	12
	4
	31

	6
	5
	1
	4
	1
	4
	12
	1
	10

	7
	59
	19
	23
	15
	2
	19
	20
	15

	8
	59
	19
	23
	15
	2
	19
	20
	15

	9
	6
	12
	4
	1
	4
	12
	1
	3

	10
	7
	5
	4
	1
	4
	4
	6
	3

	11
	7
	5
	4
	1
	4
	4
	6
	3

	12
	188
	3
	1
	1
	8
	1
	1
	1

	13
	59
	19
	23
	15
	2
	19
	20
	15

	14
	2250
	151
	325
	215
	34
	175
	180
	169

	15
	398
	3
	35
	19
	2
	20
	26
	39

	16
	59
	19
	23
	15
	2
	19
	20
	15

	ST: sequence type; arcC: carbamate kinase, aroE: aromate dehydrogenase, glpF: glycerol kinase, gmk: guanylate kinase, pta: phosphate acetyltransferase, tpi: trisaccharide phosphate isomerase, yqiL: acetyl-CoA. 



[bookmark: OLE_LINK33][bookmark: OLE_LINK34]Additional Table 2. Spa typing results of 16 S. aureus strains.
	No.
	Spa type
	Repeats
	Position

	1
	t4549
	04-34-21-17-21-17-34-22-25
	56129-56382

	2
	t571
	08-16-02-25-02-25-34-25
	32865-33094

	3
	Unknown
	
	

	4
	t338
	15-21-16-02-25-17-24
	288554-288759

	5
	t1764
	07-12-21-17-13-13-34-34-34-34-33-13
	30223-30548

	6
	t311
	26-23-17-34-20-17-12-17-16
	16972-17225

	7
	t437
	04-20-17-20-17-25-34
	422-627

	8
	t3385
	04-20-17-20-16-34
	26554-26736

	9
	t304
	11-10-21-17-34-24-34-22-25
	385240-385494

	10
	t12473
	07-23-21-17-34-12-23-02-206-23
	10396-10674

	11
	t1685
	07-23-21-17-34-12-23-02-02-12-23
	30839-31141

	12
	t8870
	15-17-34
	190035-190145

	13
	t437
	04-20-17-20-17-25-34
	279382-279588

	14
	Unknown
	
	

	15
	t5452
	08-02-25-34-25
	170693-170851

	16
	t437
	04-20-17-20-17-25-34
	421-627



