TableS1 Primer sequences of gene amplification, vector construction and qRT-PCR in P. notoginseng.

	Primer role
	Primer name
	Primers sequence (5'−3')

	Sequence

Amplification
	PnNAC03-F
	ATGTGTCCTCCAGCACCTTCCTC

	
	PnNAC03-R
	CTAGAATGGCATGAGGCAGA

	
	PnSS-pro-F
	TACCGAGGGTTGATGAGAGGCATCT

	
	PnSS-pro-R
	CATTTTCTCTCTATATATCTGTTTCGC

	
	PnSE-pro-F
	GAGTGTTGCATATTTTTGAGTGCTT

	
	PnSE-pro-R
	GGTGTTGGTTGGACGTTCACGTTTC

	
	PnDS-pro-F
	CTTCCAATACTTGTAGTTTTGTGATT

	
	PnDS-pro-R
	CATTCTTCTACTACTTGTTGGTTATG

	
	PnPAL-pro-F
	GTTGGTGATGTTTGTGCCAAACACGCTTCCGA

	
	PnPAL-pro-R

PnC4H-pro-F

PnC4H-pro-R
	GTTGAGTCTTTGAATCCTTGTCCAGTTTTCTT
TGCCATCTACCAATAGCTGTGATGG

TCTTAATTGCTTTGGTATTTTTTCAGAC

	
	AtPAL-pro-F
	TTTTTGGAGTAAAGCGTTTCATTGTG

	
	AtPAL-pro-R

AtC4H-pro-F

AtC4H-pro-R
	ATATAGATAATGGATGGCTTCATGC
GTTTTCTTAACGGCGTCAAATCTGAC
TCTTAATTGCTTTGGTATTTTTTCAG

	qRT-PCR
	qPnNAC03-F
	AAGCCCAGAAGAAGAATGG

	
	qPnNAC03-R
	TTTGCCTGCTGCTCTATG

	
	qPnACT2-F
	AACCTCTCCAAAGAGAATTTCTGAGT

	
	qPnACT2-R
	TCCAAGGGTGAATATGATGAATCG

	
	qPnSS-F
	CTATGTAGCAGGACTTGTTGG

	
	qPnSS-R
	ATGCGTGACTTTGGTATCTC

	
	qPnSE-F
	TTTGATTACCTGAGCCTCG

	
	qPnSE-R
	CCAACGCCATAAATAGCC

	
	qPnDS-F
	AGATAGAGGATTCTGTGGCG

	
	qPnDS-R
	CGAACTGCTTCACTGTTGTC

	
	qPnPAL-F
qPnPAL-R
	GGAGGACTAAACAAGGTGGC
CGGCAATGTAGGATAAGGG

	
	QPnC4H-F
QPnC4H-R
	CCGTCATCGTAGCCATTAC
CGGTGGTTCAAGTCATCTC

	
	qAtActin-F
	ACTACCGCAGAACGGGAAAT

	
	qAtActin-R
	CATCTGTTGGAAGGTGCTGA

	
	qAtPAL-F
qAtPAL-R
	ACAGAGCTTTTGACCGGAGA
CACTTCACAGACAATCATTTG

	
	QAtC4H-F
QAtC4H-R
	GCAAGCTGAATTGTCCACCT
CACATCCTTGAAGCTGAGCA

	
	QAt4CL-F
	CTCCGGTGTCTGGATCAACT

	
	QAt4CL-R
	GAAATCTGGTGCTGCTCCTC 

	
	qAtHCT-F
	CATTCACTCTTTCCCGCTTC 

	
	qAtHCT-R
	GTTCCCATCCTCCTTGGATT

	
	QAtC3H-F
	CACGCTTGAGCTCTTCACAC 

	
	QAtC3H-R
	GTTAGCAACGCATCAACGAA

	
	qAtCCoAOMT-F
	CATCATCGACCAATGGAGAA

	
	qAtCCoAOMT-R
	TCGATCAAACGCTTGTGGTA

	
	qAtCCR-F
	TCTTTCACACGGCTTCTCCT 

	
	qAtCCR-R
	AAAGACTGGCGTTGATCGTC

	
	QAtF5H-F
	CTTTAGGAGCCGTGAGACCA

	
	QAtF5H-R
	AGAGTGGGCCTTAACGGAGT 

	
	qAtCOMT-F
	CGTCGCAGACAACTTTGATG

	
	qAtCOMT-R
	TGATCTCCCACATGTCATCG

	
	qAtCAD-F
	CGAGTCTCTCAAACGCAGTG 

	
	qAtCAD-R
	GTTAGGTGGAGTCGGTCACA 

	transcriptional activity analysis
	PGBKT7-PnNAC03-F
	CCGGAATTCATGTGTCCTCCAGCACCTTCCTCAC


	
	PGBKT7-PnNAC03-R
	TCCCCCGGGCTAGAATGGCATGAGGCAGAAGTATTTC


	Subcellular localization
	1300-GFP-PnNAC03-F
	CGGGGTACCATGTGTCCTCCAGCACCTTCCTCAC

	
	1300-GFP-PnNAC03-R
	ACGCGTCGACGAATGGCATGAGGCAGAAGTATTTC

	RNAi
	PnNAC03-target(+)-F
	AACACGGGGGACTTTGCAACTTTGATTATTCTTTATCTATTGAGGACA
CCATTGATGAAAG

	
	PnNAC03-target(+)-R
	GACCTGCAGGCTAGAATGGCATGAGGCAGAAGTATTTCTTC

	
	Loop-F
	GCCATTCTAGCCTGCAGGTCTAGTTTTTCTCCTTCATTTTC

	
	Loop-R
	GCCATTCTAGGCCCGGGCTCTGTAACTATCATC

	
	PnNAC03-target(-)-F
	GAGCCCGGGCCTAGAATGGCATGAGGCAGAAGTATTTCTTC

	
	PnNAC03-target(-)-R
	TGAAGACAGAGCTAGTTACATTTGATTATTCTTTATCTATTGAGG
ACACCATTGATGAAAG

	Yeast One-Hybrid Assays
	pABAi-PnSS-pro-F
	CGGGGTACCCGGTACGCGCGGATCTTCCAGAGATTTAC

	
	pABAi-PnSS-pro-R
	ACGCGTCGACTTTGCACGCCTGCCGTTCGACG

	
	pABAi-PnSE-pro-F
	CGGGGTACCCGACTTGGACATGATTACGCCAGTTTG

	
	pABAi-PnSE-pro-R
	ACGCGTCGACTGGGGTAACGACGGCAGTGATTAGAAC

	
	pABAi-PnDS-pro-F
	CGGGGTACCCTCGGTACGCGCGGATCTTCCAGAG

	
	pABAi-PnDS-pro-R
	ACGCGTCGACCGCCTGCCGTTCATTCTTC

	
	pABAi-PnPAL-pro-F
	AATGATGAATTGAAAAGCTTGAGTCTTTGAATCCTTGTCCAG

	
	pABAi-PnPAL-pro-R

pABAi-PnPC4H-pro-F

pABAi-PnPC4H-pro-R
	CAGAGCACATGCCTCGAGTTGTGCCAAACACGCTTCCG
AATGATGAATTGAAAAGCTTTCATTTGGTTGGCAGAATTTC
CAGAGCACATGCCTCGAGTCTTAATTGCTTTGGTATTTTTTC

	
	pABAi-AtPAL-pro-F

pABAi-AtPAL-pro-R

pABAi-AtC4H-pro-F

pABAi-AtC4H-pro-R
	ATTGAAAAHCTTCGTTTCATTGTGATGGGAGTAGG
ACATGCCTCGAGTGGATGGCTTCATGCTTGGTTTC
ATTGAAAAGCTTTGAGATTATGTTCATATCTATTAAC
ACATGCCTCGAGTTGTTTTCTTAACGGCGTC

	
	PGADT7-PnNAC03-F
	CCGGAATTCATGTGTCCTCCAGCACCTTCCTCAC

	
	PGADT7-PnNAC03-R
	CCGCTCGAGCTAGAATGGCATGAGGCAGAAGTATTTC


	Dual luciferase transcriptional activity assay
	Luc-PnSS-pro-F
	ACGCGTCGACCGGTACGCGCGGATCTTCCAGAGATTTAC

	
	Luc-PnSS-pro-R
	CGCGGATCCTTTGCACGCCTGCCGTTCGACG

	
	Luc-PnSE-pro-F
	ACGCGTCGACCGACTTGGACATGATTACGCCAGTTTG

	
	Luc-PnSE-pro-R
	CGCGGATCCTGGGGTAACGACGGCAGTGATTAGAAC

	
	Luc-PnDS-pro-F
	ACGCGTCGACCTCGGTACGCGCGGATCTTCCAGAG

	
	Luc-PnDS-pro-R
	CGCGGATCCCGCCTGCCGTTCGACGATTCATTCTTC

	
	Luc-PnFT-pro-F
	CCCAAGCTTCACAGAATAGAATAAGTATTGATGTC

	
	Luc-PnFT-pro-R
	TCCCCCGGGTAACTCAAAAACTAGAACACTTAATAA

	
	Luc-AtFT-pro-F
	CCCAAGCTTTCGTGCAAATGGATGGTTAGTATTTTTAC

	
	Luc-AtFT-pro-R
	TCCCCCGGGCTTTGATCTTGAACAAACAGGTGG

	
	62-SK-PnNAC03-F
	CCGGAATTCATGTGTCCTCCAGCACCTTCCTCAC


	
	62-SK-PnNAC03-R
	CGGGGTACCCTAGAATGGCATGAGGCAGAAGTATTTC

	Electrophoretic mobility shift assay
	pET28a -PnNAC03-F
	CCGGAATTCATGTGTCCTCCAGCACCTTCCTCAC

	
	pET28a-PnNAC03-R
	CCGCTCGAGGAATGGCATGAGGCAGAAGTATTTC



TableS2 The full-length sequence of PnNAC03containing interference fragment.
(yellow means interference fragment)
	Gene name
	sequence (5'−3')

	PnNAC03
	ATGTGTCCTCCAGCACCTTCCTCACCGATTTCTATTGTTGTATTGACTGATGTGGAGCTCATTCTGTTGTTGGAATATATCATTCACGGATATCCATCATACCCTCTCCCCAATAATGTTATTGCAGATCTAAATCCTTTCAATTACCTGCCCTCAAATTTACCTGATGGACTTGTGTACTTTTTAAGATCAGAGGTTAAAAAAGATACGAAACTTGGATCCTGGAAGGCAAAAGGGGAGCAATGTGAGATATTCACAAACTCTGTTATAACTGGATGGAGAACTACTCTCGAATTTCATGAAGGTCAAGCGCCTAATGATCAAAAAACTGATTGGGTGATGCAAGAGTACAGAATAACTCAGAAGGGATTGTGCAATAACAGAAATACAAAGGATTCTGGATCACGTCTATACAGACTCCTTAATAGTGAAGAATGTATACCAGATCATGTGGTGCACCCCAAAAATGGTGGTTCCCTTCCAACTGACAGTACCACCCGCCAAGGATCAACGAGTGAAGCCCAGAAGAAGAATGGGGAAGTTGAGATCAGATCATTGACTGCGGCTGAGAGACTTAGTTGTGTATTACAAGGTGACTTCCTGGAGTTGGATGATCTTGTTGATCTTCAATCGCCTTCTTCCAGTTCAGACAATTCCAGTTGTCCGAGCTTTGCCTCAGATGAATTGTTTGACTCGCTGGCGCTTTTGCGAGACCTAGAGGACAAAAACATAGAGCAGCAGGCAAAGGATGCGAGTTTCAAGTGCGCTGTCTCCACTTCTGTCATACCAAATGAGGTGGTTATCCGTCCAGCGACCTTAGGTACGCTGTCAGCTGAAGATATCCAGAGATTTGATTATTCTTTATCTATTGAGGACACCATTGATGAAAGGGTGCTCAAATGCAAGCGAGCAAATGAAACTGCATCTAGTTCTCAAAATGCAGCTGCATCATCCAGTCATAATAAAGCTGTCAAAGAAAAGAAGAAGAAAGATGTTGTTAGCAGAATGAAGAAGCTTAAGAAGAAATACTTCTGCCTCATGCCATTCTAG


TableS3 The promoter sequence of PnSS, PnSE, PnDS, PnPAL, PnC4H, PnPAL, PnC4H.
(yellow means probed sequence, red means NAC binding sites)
	Promoter name
	Promoter sequence (5'−3')

	PnSS-promoter
	ACCGAGGGTTGATGAGAGGCATCTAGGAGTCCTCGCTGGAAAGAAACACTGTTAATTAATGTGATGAGAAGACAGTGTTTGGGCTCCTAAAATAAAATATGAGTTCTTACAGGAAAACGGGACATGAAATGTATTTAAATTTTAATTATTTATATTTTTATTCTTTTTAGATGTCAAAATACAAATATGTGACCTAATTTTCTGTCCCATTTTCTTGTTCACCAAAAGTTTTTNATAAAATATTCATTATTAACTTAGTGGTCAAATACTAATAATTAAAGATGGAAAATAAAATAATAAAAAAAGGAATTTGTCTCAAATAAATGAGAGTCATGCATATGTTTTCTTTATTTCTTTTATTTTATTTTCTTTTTTCAAAGGTCACGTTAAATTTTTAAAAAATGAATGAACTTTTTAAAATAAAATTATCTTTTAAAACGTACGAAATAACACTTAACAACTCGATAAATATACGATGAACAAACTTGATAAATAAATAATCATGAATATTAATGTTGAATTCGCTAGATATACTAATTGTAGTAACATTTTGTCATAAGCAATCTTGTATCTCTAGTCTCTAATTAATGTTTATCTTGACTTAATAAATAAAATTTATAAATAACAAAGTTTTTGGGATTAAATTTTAGTGTAAAAAAATAAAATAACAAAATTATTTTAACAACCAACTTATATTTTAATTTATAAATTATTTAAAAATAAATCATTCCCGAACTCCCATCTTCTAACGAGCAACTTGAGTTCCGTATTTACTTATTAGCTTTTTCTCGTACTTCCGATATTATTTTGAACTACTTAGATAATTTATTAAAATGAGTAAAAAAAATAAAAATCACTTGTATTTTATGAAATAAATATTCAAAATAAATAATTATTTCCTCGCCGTTTCTTTTCTCTCCGCTGTCTCCGTCTCTCTGTCGTATTCGTTTTGCATCTTTATCGAATCCGTGAGTCTCTGTCTTTCAATTTCCGTCTTCATTTTGACAAATCAAAATTCCTCCCAAACAGAAATCACTAATTTTATCCCCTCAAAATATATGGAAGGAGTACTAAACTCGTCCAAACAATAATTCACTATTCCATTTTCATTTCCATTTCACATTCCAACTGCAAATTAAGCAAGCTTATTATAAAGTGAGCAAATTCGTTTGAAAAATCTCAATGTTCTTTATAATCATTCAATTAATTGCTTTAGATCTGTTCATTTCATTCATTTTTTTTGTGCTTGGCGAAACAGATATATAGAGAGAAA

	PnSE- promoter
	TTTATCGTCAAAATCTTATCAACTACTACTACATTCTTATGGGGCAGATATATTTTTTTCATAAATATGGGGGTTGGTAGATTTATATCCCTTTTTTTTTATAATTATAGGGAAAATAATCAAATGTTAAAAATAAAGAATATTTACACAGACATGGTCATGGGATGCTAGAATAGTTATAAATGAGGGGAGAGAAACAAAAAATAATAGTAATAGTGCGGACAGAAAATTAGGTGTTAAATGAGTGAGAACGTATAAAATTAAGAATAATGTTACTATCATATAAAAAAAGTTTTATGTATTTACATACATACACATGCATATTGTGTGCTCCGCCTGATATGTGGGGCCCGCGGTTATGCATGTTTGTATATGTGAGTATTATGTGACCATTTTTATGTGATAGTAGCATTATTTTAAAATTAATTACAAACATAAATATTGGTTGATGTATGTGCCTCCAATTAAATGTATAAATTAGGTGTATAATATTAGATGAGCTGAATGACACTGCTGTGTATCTAAGTTGTTATATAGTTTTAAGATCCTCTTTAAAATTTATTTTTCGTTAATTAAATCTTTAAAGTGACATTTATGTCAAATTCGTTCATTTTTCCCGATTTGACCTTAATTTCCCTACAAAGAAAGTAATATGATAACCATAAATAAATAAAATATTAAAACTTAAAAACAAGTCTATCTATTCTTCCTACTTGAAGGGTAAAAAACCAAACCTATTCATTTGCTCCGCGCAACACCACTCCATTTCCATCTGATCTGACCCACAAAAAGAAATCTCAAAATCCATTTCAATTTGTGGTTTCAATTTCAATTGCAGTGGAGGTGTATATACAATAATCAGCTTCTGCCAATTGTTGTTGAATATATGGATTGAAATGAAAGCACTCAAAAATATGCAACACTC



	PnDS-promoter
	CCAATACTTGTAGTTTTGTGATTTTCCAAATTTGACAGCTAGTAGTAGAACTAGGTGGTTAAACTAGAAATCAATAATTTTTCTTAACTGCACAATCTGCATAACAATAAGCCCTACAAGAAGCAATAGTAAATCATTATAGTACTGATTTACTACTACTCTCAATTTTATCTTTTTTAGGACAAATAAAATAATTATCATAATCAAATCCCACAAAATGGAATAATAAAAAAAAAGAAACATTAAAACTTATTTGAAGCTTATAAAGATACCAAAACTGGTTTATACTTTGAAATTAATTCATGAGTTTGTTTGAATATAGAAAATAAATTTGGATCGAGGCTTTAAGCATTTTGGGAATCATTCAAATTGAATTATGACAAATAATCGAAGTAAGTTTCTAATTGTATCTAAATATTTTTTATTGGAAATTTCTTTTTTAGTTTAGATTATGAATATTTATTGCAATTTGTAAACATTCTTATGATTAGTTTAAATTTTTTTTATTTAAGTTTAAATAAAGAAAAATTCCTAGATCCGCCCCTGATAAAGAGTACAATTATATTTTTCTAGAAGGAATAATTTTTTAATAATGCAGGTGTATAATTCTACAAAAAAGGAGTATAATTTTTTTTTTAAAAAAGGATGGGCACATTTTTAACGTTGTACGTTATTTCTTCCATGTTTATATCGTGCGTAAATATACAAGTGGACTTTATGTCTAGATCTAGAGTGGCTAGATGTTTATATATTATCAGCTCCACAACATTTGGGTGGTATATAATAAATAATGGTTCAACTACAATAAATATAATTAATATATATATATAATAGATAATTAAGCCATCTATGTACACCACATAACCAACAAGTAGTAGAAGA



	PnPAL-promoter
	TTGTGCCAAACACGCTTCCGATTTTACATGCATTGGATTCGCGGTCCAATGTATGTGACTTGCCTGTGTGACATTATTTAATTTGCCTATGTGGCATTATTTGACTTGCCTGTGTGGCAAGGTATATTTCTGTTTTATTTTGAGCTCGGTATGAAATAACACCCAGCCATTTGTTTCAGCCTATTATTTCGTTGTGTTAGATTTGTTCGTTTCGTTTTGTCTCTTTTCATTTAATTGAGTTAATTATTTCAGTTCATTAATTGTGTTCTATATCCGTACTGGGCATTTGGCTCATGCTGTGTTTTTCTTCCGGCAGGTAATCAGGGGAATCAAGGGCAAGTGTGATGAGAGCTCCATTCATTCCAATGCTTTAGAAATATTCTGTTTAGAGTTGATGTGTTAGTTTACTTGGAATTGTAATAATTATTTTAGATTGTGGTTTGAGACAGTTGGAGATTTATTATGGTTGACTTGTAGTATTTATCAGTTATTAAGACTATTCTTTTGTGGATTAGAGTCTTGCTATTAAATTCATCAGTTTTTAGTATGTTTTGGGTAACCTCTCTTTCTATTTCGGAAAGGGAGTGTTACAACTTTTATCTTGAAAATATATGATACACCCACAGTTTATAAAATAAATAATTCAGTTTTAAGGAGGGTGAAAATGAATAATTGTATTCATTATTATCCTTAGTTAAGCTTGCAAATTAACTTCTCCAATATGTTAACCAATAAACCTCTTCCTTTAATTTAGAAAAACGACTTGCGGATTTAAGAGCAGCAAGTTATTTTTCGGAAAAGCTGTCCAACTATGTCCCTCAACAATAAAATTTAATTTCTATTTTTTAATCTCTCTTTACCAAATTAAATTTGAGCCTTTGCATCAATAATTGGTACAAAATATTATTATTATTATTATTATTACAAAATAGTTTTACATCAGTCAATTAAATCATACACACACTCACTT TAGAGTTTGG AGCAATAAAA ACAAGAAAGA AAACTGGACAAGGATTCAAAGACTC


	Pnc4h-promoter      
AtPAL-promoter

Atc4h-promoter

	TCATTGGTTGGCAGAATTTCAATTTTATTATCAAATTATATTTCTATTAATCTTTCATGTCCTATACGTATAAGCAAAATTTCATTTCTAGTTGTGTTTAGACATGAGACGCAACCTTGAATTAATGAACCAAGGTCTTATAAAAAGATCGTATCGTTATGTATTACGATAATATTAAATATAACTGTAAGAGAATCTCACTTATTATTATTACATATTATTCTAAAAAGATTACCATTAAAATCAATTAAATTTTTGAAAATCATCTAATTTTGTTTTGTTATACACTTTACAAAACAACGATAGACTACTTTTACTTAAAAATAATTACGTGAACAAAATTAAGACTTACATTAAAGTTAAAATTAAAATTAAATAGAGGAAGGGAAGGACGCTTTGTGTTCCTTTTCTCCTACTCTTAATTCTTGGATCATCTTCATTTTAAATAAAATAGAAAGTCTTTATTCTTGTATATTTCTTATCATTGAAACGGAAAGGATCCGAATTGCATTAGGGAATGTCAACCAACCCAACCGTCTAAACTTTACTAACGTGCCGGACAGTCATTGGTTGAGAAGAATAGGTCGGCCTGAGTGGCTCCCTCCCTTTCCCTTCAAGGGCAATGAAACATGGAAGATTAAAAAAAACATCAAAATCTATAATAATAATAATAATAATAATAATAATAATAATACGACTACAAATGTATCTTATAGTCTATAGAGTATATAATTAAAAAAAAAATTAATTCTACACTGCTATTCCTACCCCTCACCTACCCCCTCCGATCAATCCTCTCTCATCATCTCATCGCATACCCAACCCCGTTATATTAAACGCCGTCAGCAAGTTGCCTCTTACCAACTCCCCCTCCTCACTCCGGACCCTCTCACCTACCTATCTAACGCCACCTCCCTCAATTTTCACCTCTATAAAATCCACAAATTCATCACAAATTCATAATCCTATCCAATTAATAATCTGTCTGAAAAAATACCAAAGCAATTAAGA
TGGATGGCTTCATGCTTGGTTTCCATGACAAGGAATGACACAAGATAATTAT         TTTGAATAAAATCATAAATATGATAATACTAGTTGTAAAAAAACTTGAGTGT       TTCGTGTGTTATTTTTCGGTTTCTTGACTTTTTATATTTCTCGTTTTTGTAA         TTTTAGGATGGATTATTTAGCTTGCTTTTCTCTTTTATTACTTTCTAAAATT        TTATTTATAAACTCATTTTTAATATATTGACAATCAATAAATGAGTTATCTT         TTAATTAATAAAAAATTTGTAAACTCTTGTAAACAGATCATAGTCACTAAAA         GCTATTATAAGTTATTTGTAGCTATATTTTTTTATTTCATGAACTTAGGATA         AGATACGAAAATGGAGGTTATATTTACATAAATGTCACCACATTGCCTTTGT         CATGCAAACGGCGTGTTGCGTCACTCGCCTCCTATTGGGAATCTTATAATCG         CGTGAATATTATTAGGGTTTGCGATATTTCCACGTAATAGTTATCTTTCACA         AATTTTATACTCAATTACAAAATCAACGAAAATGTACATTTGTATCTTTAAC         TATTTACGTTTTTTTTACGTATCAACTTTCAGTTATATGTTTTGGATAATAT         ATTTTTTTACTTTTGACTTTTCAGTTTTCACCTAATGATTGGGATATACATA         TGCATGCATAGTTCCCATTATTTAAATGTAAGCTAAGTGCATATGAACTGTT         AGTCAAAATTACGAAGTTTATTTGTACATATATATAGTTATAACAAAATGGT         ACAGTAAATTAAACAGAACATCAAGAAAGTACAAAAGACTGAACACAATT         TTACATGAAAACAAAACACTTAAAAAATCATCCGATAAAATCGAAATGATAT         CCCAAATGACAAAAATAACAATATAGAAAATACAAAAACAAAAACAAAAT         GAAAGAGTGTTATGGTGGGGACGTTAATTGACTCAATTACGTTCATACATTA    TACACACCTACTCCCATCACAATGAAACG
TTGTTTTCTTAACGGCGTCAAATCTGACGGCGTCTCAATACGTTCAATTTT         TTTCTTTCTTTCACATGGTTTCTCATAGCTTTGCATTGACCATAGGTAAAG         GGATAAGGATAATGGTTTTTTCTCTTGTTTGTTTTATCCTTATTATTCAAA         AAGGATAAAAAAACAGTGATATTTAGATTTCTTTGATTAAAAAAGTCATTG         AAATTCATATTTGATTTTTTGCTAAATGTCAACACAGAGACACAAACGTAA         TGCACTGTCGCCAATATTCATGGATCATGACAATAAATATCACTAGAATAA         TTAAAAATCAGTAGAATGCAAACAAAGCATTTTCTAAGTAAAACAGTCTTT         TATATTCACGTAATTGGAATTTCCTTTTTTTTTTTTTGTCGTAATTGGAAT         TTCCTTTGTCAAACCCAAAGTCCAAAACAATCGGCAATGTTTTGCAAAATG         TTCAAAACTATTGGCGGGTTGGTCTATCCGAATTGAAGATCTTTTCTCCAT         ATGATAGACCAACGAAATTCGGCATACGTGTTTTTTTTTTTGTTTTGAAAA         CCCTTTAAACAACCTTAATTCAAAATACTAATGTAACTTTATTGAACGTGC         ATCTAAAAATTTTGAACTTTGCTTTTGAGAAATAATCAATGTACCAATAAA         GAAGATGTAGTACATACATTATAATTAAATACAAAAAAGGAATCACCATAT         AGTACATGGTAGACAATGAAAAACTTTAAAACATATACAATCAATAATACT         CTTTGTGCATAACTTTTTTTGTCGTCTCGAGTTTATATTTGAGTACTTATA         CAAACTATTAGATTACAAACTGTGCTCAGATACATTAAGTTAATCTTATAT         ACAAGAGCACTCGAGTGTTGTCCTTAAGTTAATCTTAAGATATCTTGAGGT         AAATAGAAATAGTTGACTCGTTTTTATCTTCTTCTTTTTTTACCATGAGCA         AAAAAGATGAAATAAGTTCAAAACGTGACGAATCTATATGTTACTACTTAG         TATGTGTCAATCATTAAATCGGGAAAACTTCATCATTTCAGGAGTATTACA         AAACTCCTAAGAGTGAGAACGACTACATAGTACATATTTTGATAAAAGACT         TGAAAACTTGCTAAAACGAATTTGCGAAAATATAATCATACAAGTGCCAGT         GATTTTGATCGAATTATTCATAGCTTTGTAGGATGAACTTAATTAAATAAT         ATCTCACAAAAGTATTGACAGTAACCTAGTACTATACTATCTATGTTAGAA         TATGATTATGATATAATTTATCCCCTCACTTATTCATATGATTTTTGAAGC         AACTACTTTCGTTTTTTTAACATTTTCTTTTGTTGGTTATTGTTAATGAGC         ATATTTAGTCGTTTCTTAATTCCACTGAAATAGAAAATACAAAGAGAACTTTAGTTAATAGATATGAACATAATCTCA




TableS4 Probe sequences used for Electrophoretic mobility shift assay.
	Sequence role
	Probe name
	Probe sequence (5'−3')

	Electrophoretic mobility shift assay
	PnSS-pro-probe1-F
	TTTTTTTTGTGCTTGGCGAAACAG

	
	PnSS-pro-probe1-R
	CTGTTTCGCCAAGCACAAAAAAAA

	
	PnSS-pro-probe2-F
	TCAATTAATTGCTTTAGATCTGTT

	
	PnSS-pro-probe2-R
	AACAGATCTAAAGCAATTAATTGA

	
	PnSE-pro-probe1-F
	TGAAATGAAAGCACTCAAAAATAT

	
	PnSE-pro-probe1-R
	ATATTTTTGAGTGCTTTCATTTCA

	
	PnSE-pro-probe2-F
	ACAATAATCAGCTTCTGCCAATTG

	
	PnSE-pro-probe2-R
	CAATTGGCAGAAGCTGATTATTGT

	
	PnDS-pro-probe1-F
	AGCCATCTATGTACACCACATAACCA

	
	PnDS-pro-probe1-R
	TGGTTATGTGGTGTACATAGATGGCT

	
	PnDS-pro-probe2-F
	ATGTTTATATCGTGCGTAAATATA

	
	PnDS-pro-probe2-R
	TATATTTACGCACGATATAAACAT

	
	PnPAL-pro-probe1-F
	TTTTTCGGAAAAGCTGTCCAACTA

	
	PnPAL-pro-probe1-R

PnPAL-pro-probe2-F
PnPAL-pro-probe2-F
PnC4H-pro-probe1-F

PnC4H-pro-probe1-R
	TAGTTGGACAGCTTTTCCGAAAAA
CCTTAGTTAAGCTTGCAAATTAAC
GTTAATTTGCAAGCTTAACTAAGG
ATAATAATAATACGACTACAAATG
CATTTGTAGTCGTATTATTATTAT

	
	PnC4H-pro-probe2-F
	ACTTTACTAACGTGCCGGACAGTC

	
	PnC4H-pro-probe2-R
	GACTGTCCGGCACGTTAGTAAAGT

	
	AtPAL-pro-probe1-F
	GTTTTTTTTACGTATCAACTTTCA

	
	AtPAL-pro-probe1-R

AtPAL-pro-probe2-F

AtPAL-pro-probe2-R
AtC4H-pro-probe1-F

AtC4H-pro-probe1-R
	TGAAAGTTGATACGTAAAAAAAAC
CTTATAATCGCGTGAATATTATTA
TAATAATATTCACGCGATTATAAG
AAGTTCAAAACGTGACGAATCTATA
TATAGATTCGTCACGTTTTGAACTT

	
	AtC4H-pro-probe2-F
	CTTTATTGAACGTGCATCTAAAAA

	
	AtC4H-pro-probe2-R
	TTTTTAGATGCACGTTCAATAAAG


