Fig.S1 Sequence analysis of PnNAC03
Fig.S2 Expression level of PnNAC03 and thickness of cell wall in PnNAC03 overexpression plants and wild-type plants. (a) The expression level of PnNAC03 in WT and PnNAC03 OE plants by RT-PCR analysis. (b) The expression levels of PnNAC03 in WT and PnNAC03 OE plants by qRT-PCR analysis. (c) SCW thickness of xylem fiber in vascular bundle in the WT and PnNAC03 OE plants. (d) Thickness of SCW in the WT and PnNAC03 OE plants. (e) Vessel cell wall thickness in the WT and PnNAC03 OE plants. Statistical analysis was performed with one-way analyses of variance (ANOVA) with Duncan’s multiple range tests to separate means. Error bars represent SD of three replicates; significance **P < 0.01, *P < 0.05.
Fig.S3 Transcriptome analysis of wild and overexpressed PnNAC03 A.Thaliana plants. (a) KEGG enrichment analysis of the transcriptome of wild and overexpressed PnNAC03 plants. (b) GO enrichment analysis of the transcriptomes of wild and overexpressed PnNAC03 plants.

