	Characteristics
	N = 481
	%

	Age (median, range)
	60.7 (10.9-89.3)

	Gender (Female/Male)
	184/287
	39/61

	Molecular subtypes
	 

	Proneural
	133
	27.1

	Classical
	187
	38.1

	Mesenchymal
	161
	32.8

	Molecular characteristics
	 

	IDH mutation
	0
	0

	MGMT methylated
	140 / 305
	45.9



Additional Table 1

