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Supplementary Figure 1. scRNA-seq demonstrates increased proportion of urothelial cells and increased urothelial
gene expression during UUQ.



Supplementary Figure 2. UUO leads to increased UPK1A and UPK1B which are altered during conditional
manipulation of PPARYy.
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Supplementary Figure 3. UUO leads to increased UPK3A and FABP4 which are altered during conditional
manipulation of PPARYy.
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Supplementary Figure 4. Conditional manipulation of PPARYy alters both PPARG and UPK3A expression.
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Supplementary Figure 5. Annotation of sonograms for renal parenchyma measurements.



