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Unveiling genetic diversity in jute mallow (Corchorus spp.): morphological 737 
clustering reveals distinctive traits among accessions from Africa and Asia  738 
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Supplemental File 4: Example of distinctive morphological traits of species found in the 283 jute accessions studied (a) Long 750 
pod shape of C. olitorius var. olitorius (b) Palmate leaves and long pod shape of C. olitorius var. incisifolius and (c) Round 751 
pod shape of C. capsularis 752 
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