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MGI Mammalian Phenotype

MP:0005145 increased circulating VLDL cholesterol level

MP:0005597 decreased susceptibility to type | hypersensitivity reaction
MP:0005584 abnormal enzyme/coenzyme activity

MP:0003975 increased circulating VLDL triglyceride level

MP:0000180 abnormal circulating cholesterol level
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MGI Mammalian Phenotype

MP:0002418 increased susceptibility to viral infection
MP:0009791 increased susceptibility to viral infection induced morbidity/mortality

MP:0002451 abnormal macrophage physiology
MP:0002376 abnormal dendritic cell physiology
MP:0003009 abnormal cytokine secretion
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Extended Fig. 1 | Gene Set Enrichment for the Modules. Co-Expression Modules - Brown
(A), Green (B) and Pink (C) - enrichment for GO Cellular Component, ARCHS4 Tissue and
MGI Mammalian Phenotype provide further insight into disease mechanism and severity.



