Table 1 PMA primer sequence
	Primer
	Primer sequences (5'--3'）

	PMA01 F
	5'  GCTTTGGCTGTTGCTTACGA  3'

	PMA01 R
	5'  GCCCAGTTTCCTTTGCGATT  3'

	PMA02 F
	5'  CATTTGACCCTGTTTCTAAGCG  3'

	PMA02 R
	5'  GGCATTACCACTCGGAACGT  3'

	PMA03 F
	5'  CCCTGTATCTAAGCGGACTG  3'

	PMA03 R
	5'  GACGTGCAAACTCTTCAACAT  3'

	PMA04 F
	5'  GCGAACCGAAATCACTTACA  3'

	PMA04 R
	5'  ACGGGCAAACTCTTCAACAT  3'

	PMA05 F
	5'  AACTACTCCATCTATGCCTGTGC  3'

	PMA05 R
	5'  GTTGTTGGGCAAGACACGAT  3'

	PMA06 F
	5'  CAGTTCGATCATTGCTGCCTAC  3'

	PMA06 R
	5'  TGGTTTGACGCCTCGTTTAG  3'

	ACT_F
	5'  CCGCCTTGGTTCTTGACAATGGTT 3'

	ACT_R
	5'  ATTCCGACCATCACACCCTGATGA 3'

	EF_F
	5'  TCGTGTCGAAACCGGTACCATCAA 3'

	EF_R
	5'  AAACCAACGTTGTCACCTGGCAT 3'






	Gene
	Alpha helix
	Extended strand
	Random coil

	PsPMA01
	271(28.86%)
	153(16.29%)
	515(54.85%)

	PsPMA02
	268(27.92%)
	148(15.42%)
	544(56.67%)

	PsPMA03
	281(29.30%)
	142(14.81%)
	536(55.89%)

	PsPMA04
	292(30.45%)
	124(12.93%)
	543(56.62%)

	PsPMA05
	273(28.44%)
	155(16.15%)
	532(55.42%)

	PsPMA06
	287(35.39%)
	77(9.49%)
	447(55.12%)


Table 2 The secondary structure of PMA gene
