Supplementary Table 1. The detail information of these identified proteins.
	Accession
	log2FC
	Pvalue
	MV
	PI
	KEGG
	Description
	
	
	
	

	Up-regulated
	
	
	
	
	
	
	
	
	
	

	P21291
	5.6815
	0.412
	173.3
	8.57
	hsa:1465
	Cysteine and glycine-rich protein 1 OS=Homo sapiens OX=9606 GN=CSRP1 PE=1 SV=3

	A0A024R6I7
	4.9901
	0.385
	29.1
	5.59
	hsa:5265
	Alpha-1-antitrypsin OS=Homo sapiens OX=9606 GN=SERPINA1 PE=1 SV=1

	P08519
	4.46 
	0.166
	11.1
	5.88
	hsa:4018
	Apolipoprotein(a) OS=Homo sapiens OX=9606 GN=LPA PE=1 SV=1

	P08779
	4.12 
	0.328
	48.4
	5.05
	hsa:3868
	Keratin, type I cytoskeletal 16 OS=Homo sapiens OX=9606 GN=KRT16 PE=1 SV=4

	B8ZWD1
	3.94 
	0.505
	54.2
	8.32
	hsa:1622
	Acyl-CoA-binding protein OS=Homo sapiens OX=9606 GN=DBI PE=1 SV=1

	Q6B0K9
	3.86 
	0.13
	94.5
	4.77
	hsa:3042
	Hemoglobin subunit mu OS=Homo sapiens OX=9606 GN=HBM PE=1 SV=1

	A0A0B4J1U7
	3.72 
	0.515
	29.8
	5.48
	hsa:102723407
	Immunoglobulin heavy variable 6-1 OS=Homo sapiens OX=9606 GN=IGHV6-1 PE=3 SV=1

	O95897
	3.59 
	0.035
	24.6
	5.49
	hsa:93145
	Noelin-2 OS=Homo sapiens OX=9606 GN=OLFM2 PE=1 SV=2
	

	Q16819
	3.50 
	0.218
	106.4
	5.72
	hsa:4224
	Meprin A subunit alpha OS=Homo sapiens OX=9606 GN=MEP1A PE=1 SV=2

	Q9NZD4
	3.44 
	0.333
	188.2
	5
	hsa:51327
	Alpha-hemoglobin-stabilizing protein OS=Homo sapiens OX=9606 GN=AHSP PE=1 SV=1

	O00194
	3.25 
	0.065
	12.9
	4.39
	hsa:5874
	Ras-related protein Rab-27B OS=Homo sapiens OX=9606 GN=RAB27B PE=1 SV=4

	C9J813
	3.00 
	0.277
	51.7
	5.72
	hsa:800
	Caldesmon (Fragment) OS=Homo sapiens OX=9606 GN=CALD1 PE=1 SV=1

	P00915
	2.93 
	0.018
	125
	6.68
	hsa:759
	Carbonic anhydrase 1 OS=Homo sapiens OX=9606 GN=CA1 PE=1 SV=2

	A0A286YFJ8
	2.66 
	0.283
	58.2
	6.24
	hsa:100423062
	Immunoglobulin heavy constant gamma 4 (Fragment) OS=Homo sapiens OX=9606 GN=IGHG4 PE=1 SV=1

	Q08257
	2.58 
	0.002
	124.5
	7.66
	hsa:1429
	Quinone oxidoreductase OS=Homo sapiens OX=9606 GN=CRYZ PE=1 SV=1

	E7EPV7
	2.54 
	0.331
	197.9
	5.49
	
	Alpha-synuclein OS=Homo sapiens OX=9606 GN=SNCA PE=1 SV=1

	A0A087X188
	2.49 
	0.069
	12.2
	5.38
	hsa:51411
	Bridging integrator 2 OS=Homo sapiens OX=9606 GN=BIN2 PE=1 SV=1

	P16930
	2.49 
	1E-03
	122.1
	8.79
	hsa:2184
	Fumarylacetoacetase OS=Homo sapiens OX=9606 GN=FAH PE=1 SV=2

	Q86TJ2
	2.48 
	0.262
	9.4
	9.28
	hsa:93624
	Transcriptional adapter 2-beta OS=Homo sapiens OX=9606 GN=TADA2B PE=1 SV=2

	Q9H8L6
	2.47 
	0.004
	116.5
	5.86
	hsa:79812
	Multimerin-2 OS=Homo sapiens OX=9606 GN=MMRN2 PE=1 SV=2

	O00151
	2.33 
	0.03
	32.7
	7.02
	hsa:9124
	PDZ and LIM domain protein 1 OS=Homo sapiens OX=9606 GN=PDLIM1 PE=1 SV=4

	J3KSD8
	2.30 
	0.327
	85.3
	9.94
	hsa:642
	Bleomycin hydrolase (Fragment) OS=Homo sapiens OX=9606 GN=BLMH PE=1 SV=8

	P55056
	2.29 
	0.42
	9.3
	7.81
	hsa:346
	Apolipoprotein C-IV OS=Homo sapiens OX=9606 GN=APOC4 PE=1 SV=1

	P13716
	2.28 
	0.264
	53.3
	6.13
	hsa:210
	Delta-aminolevulinic acid dehydratase OS=Homo sapiens OX=9606 GN=ALAD PE=1 SV=1

	P11279
	2.16 
	0.135
	128.9
	8.75
	hsa:3916
	Lysosome-associated membrane glycoprotein 1 OS=Homo sapiens OX=9606 GN=LAMP1 PE=1 SV=3

	P07148
	2.08 
	0.153
	45.3
	7.88
	hsa:2168
	Fatty acid-binding protein, liver OS=Homo sapiens OX=9606 GN=FABP1 PE=1 SV=1

	P00748
	2.08 
	0.502
	42.9
	7.74
	hsa:2161
	Coagulation factor XII OS=Homo sapiens OX=9606 GN=F12 PE=1 SV=3

	P62491
	2.04 
	0.176
	162
	9.23
	hsa:8766
	Ras-related protein Rab-11A OS=Homo sapiens OX=9606 GN=RAB11A PE=1 SV=3

	P55072
	2.03 
	0.422
	22.7
	8.65
	hsa:7415
	Transitional endoplasmic reticulum ATPase OS=Homo sapiens OX=9606 GN=VCP PE=1 SV=4

	P14625
	2.00 
	0.168
	42
	4.84
	hsa:7184
	Endoplasmin OS=Homo sapiens OX=9606 GN=HSP90B1 PE=1 SV=1

	P14618
	1.99 
	0.142
	52.4
	5.27
	hsa:5315
	Pyruvate kinase PKM OS=Homo sapiens OX=9606 GN=PKM PE=1 SV=4

	F8W1S1
	1.95 
	0.315
	75.1
	5.41
	hsa:121391
	Keratin, type II cytoskeletal 74 OS=Homo sapiens OX=9606 GN=KRT74 PE=1 SV=1

	Q86X91
	1.91 
	0.482
	28.1
	6.65
	hsa:5754
	Inactive tyrosine-protein kinase 7 OS=Homo sapiens OX=9606 GN=PTK7 PE=1 SV=1

	Q02413
	1.89 
	0.449
	39
	5.03
	hsa:1828
	Desmoglein-1 OS=Homo sapiens OX=9606 GN=DSG1 PE=1 SV=2
	

	O75347
	1.88 
	0.25
	88.4
	4.64
	hsa:6902
	Tubulin-specific chaperone A OS=Homo sapiens OX=9606 GN=TBCA PE=1 SV=3

	Q9H4B7
	1.84 
	0.318
	90.9
	5.17
	hsa:81027
	Tubulin beta-1 chain OS=Homo sapiens OX=9606 GN=TUBB1 PE=1 SV=1

	Q9UHD1
	1.83 
	0.004
	43.2
	6.76
	hsa:26973
	Cysteine and histidine-rich domain-containing protein 1 OS=Homo sapiens OX=9606 GN=CHORDC1 PE=1 SV=2

	J3KN67
	1.82 
	0.059
	39.4
	5.73
	
	Tropomyosin alpha-3 chain OS=Homo sapiens OX=9606 GN=TPM3 PE=1 SV=1

	H7BZJ3
	1.77 
	0.395
	76.6
	7.3
	hsa:2923
	Protein disulfide-isomerase A3 (Fragment) OS=Homo sapiens OX=9606 GN=PDIA3 PE=1 SV=1

	P31151
	1.77 
	0.017
	53
	6.35
	hsa:6278
	Protein S100-A7 OS=Homo sapiens OX=9606 GN=S100A7 PE=1 SV=4

	Q9NPY3
	1.75 
	0.336
	10.2
	5.44
	hsa:22918
	Complement component C1q receptor OS=Homo sapiens OX=9606 GN=CD93 PE=1 SV=3

	P0C0L5
	1.74 
	0.184
	11.7
	7.27
	hsa:100293534;hsa:110384692;hsa:720;hsa:721
	Complement C4-B OS=Homo sapiens OX=9606 GN=C4B PE=1 SV=2

	Q15691
	1.69 
	0.211
	57.9
	5.14
	hsa:22919
	Microtubule-associated protein RP/EB family member 1 OS=Homo sapiens OX=9606 GN=MAPRE1 PE=1 SV=3

	I3L0A0
	1.67 
	0.433
	81.8
	6.71
	hsa:387522;hsa:7335
	HCG2044781 OS=Homo sapiens OX=9606 GN=TMEM189-UBE2V1 PE=4 SV=1

	Q9UHG3
	1.67 
	0.05
	255.4
	8.12
	hsa:51449
	Prenylcysteine oxidase 1 OS=Homo sapiens OX=9606 GN=PCYOX1 PE=1 SV=3

	P11597
	1.67 
	0.271
	68.9
	6.09
	hsa:1071
	Cholesteryl ester transfer protein OS=Homo sapiens OX=9606 GN=CETP PE=1 SV=2

	Q07075
	1.66 
	0.072
	29
	7.83
	hsa:2028
	Glutamyl aminopeptidase OS=Homo sapiens OX=9606 GN=ENPEP PE=1 SV=3

	Q8IYA8
	1.63 
	0.425
	25.7
	7.49
	hsa:339834
	Interactor of HORMAD1 protein 1 OS=Homo sapiens OX=9606 GN=CCDC36 PE=1 SV=2

	A0A087WWY6
	1.62 
	0.001
	68.6
	6.18
	hsa:3611
	Integrin-linked protein kinase (Fragment) OS=Homo sapiens OX=9606 GN=ILK PE=1 SV=1

	P26038
	1.59 
	0.026
	100
	6.01
	hsa:4478
	Moesin OS=Homo sapiens OX=9606 GN=MSN PE=1 SV=3
	

	P23526
	1.59 
	0.088
	25.4
	6.34
	hsa:191
	Adenosylhomocysteinase OS=Homo sapiens OX=9606 GN=AHCY PE=1 SV=4

	Q7Z7M0
	1.57 
	0.353
	55
	6.87
	hsa:1954
	Multiple epidermal growth factor-like domains protein 8 OS=Homo sapiens OX=9606 GN=MEGF8 PE=1 SV=2

	P0DOY2
	1.55 
	0.086
	48.1
	7.24
	hsa:100423062
	Immunoglobulin lambda constant 2 OS=Homo sapiens OX=9606 GN=IGLC2 PE=1 SV=1

	F2Z2F1
	1.51 
	0.248
	65
	8.38
	hsa:4151
	Myoglobin (Fragment) OS=Homo sapiens OX=9606 GN=MB PE=1 SV=1
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	B0QYH5
	-6.63 
	8E-04
	153.5
	5.52
	hsa:23544
	Seizure 6-like protein OS=Homo sapiens OX=9606 GN=SEZ6L PE=1 SV=1

	F5H423
	-4.85 
	0.378
	55.6
	8.6
	hsa:377
	Uncharacterized protein OS=Homo sapiens OX=9606 PE=3 SV=1
	

	Q13332
	-4.76 
	0.36
	84.4
	7.53
	hsa:5802
	Receptor-type tyrosine-protein phosphatase S OS=Homo sapiens OX=9606 GN=PTPRS PE=1 SV=3

	P10645
	-4.37 
	0.342
	47.1
	4.6
	hsa:1113
	Chromogranin-A OS=Homo sapiens OX=9606 GN=CHGA PE=1 SV=7

	P25815
	-4.08 
	0.01
	18
	4.88
	hsa:6286
	Protein S100-P OS=Homo sapiens OX=9606 GN=S100P PE=1 SV=2

	P08637
	-3.82 
	0.108
	26.4
	4.82
	hsa:2214
	Low affinity immunoglobulin gamma Fc region receptor III-A OS=Homo sapiens OX=9606 GN=FCGR3A PE=1 SV=2

	P11169
	-3.75 
	0.026
	58.6
	4.65
	hsa:6515
	Solute carrier family 2, facilitated glucose transporter member 3 OS=Homo sapiens OX=9606 GN=SLC2A3 PE=1 SV=1

	P08294
	-3.71 
	0.082
	44.7
	6.61
	hsa:6649
	Extracellular superoxide dismutase [Cu-Zn] OS=Homo sapiens OX=9606 GN=SOD3 PE=1 SV=2

	A0A087WUI2
	-3.54 
	0.226
	17.8
	7.3
	hsa:3181
	Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Homo sapiens OX=9606 GN=HNRNPA2B1 PE=1 SV=1

	P08709
	-3.42 
	0.235
	138.9
	6.65
	hsa:2155
	Coagulation factor VII OS=Homo sapiens OX=9606 GN=F7 PE=1 SV=1

	Q14624
	-3.30 
	1E-04
	17.1
	6.98
	hsa:3700
	Inter-alpha-trypsin inhibitor heavy chain H4 OS=Homo sapiens OX=9606 GN=ITIH4 PE=1 SV=4

	P00491
	-3.21 
	0.275
	80.8
	4.74
	hsa:4860
	Purine nucleoside phosphorylase OS=Homo sapiens OX=9606 GN=PNP PE=1 SV=2

	P05109
	-3.04 
	0.012
	57
	4.41
	hsa:6279
	Protein S100-A8 OS=Homo sapiens OX=9606 GN=S100A8 PE=1 SV=1

	O43852
	-2.84 
	0.15
	46.3
	4.64
	hsa:813
	Calumenin OS=Homo sapiens OX=9606 GN=CALU PE=1 SV=2
	

	P11717
	-2.82 
	0.053
	59.7
	5.94
	hsa:3482
	Cation-independent mannose-6-phosphate receptor OS=Homo sapiens OX=9606 GN=IGF2R PE=1 SV=3

	P41439
	-2.80 
	0.388
	50.4
	7.59
	hsa:2352
	Folate receptor gamma OS=Homo sapiens OX=9606 GN=FOLR3 PE=1 SV=2

	P06702
	-2.76 
	0.017
	10.8
	6.13
	hsa:6280
	Protein S100-A9 OS=Homo sapiens OX=9606 GN=S100A9 PE=1 SV=1

	A0A1W2PRX1
	-2.74 
	0.269
	104.6
	9.16
	hsa:3107
	HLA class I histocompatibility antigen, C alpha chain OS=Homo sapiens OX=9606 GN=HLA-C PE=1 SV=1

	D6RDX1
	-2.52 
	0.048
	67
	8.02
	hsa:10960
	Vesicular integral-membrane protein VIP36 (Fragment) OS=Homo sapiens OX=9606 GN=LMAN2 PE=1 SV=1

	P19320
	-2.28 
	0.348
	62.9
	5.22
	hsa:7412
	Vascular cell adhesion protein 1 OS=Homo sapiens OX=9606 GN=VCAM1 PE=1 SV=1

	Q9UBR2
	-2.27 
	0.303
	86.4
	7.11
	hsa:1522
	Cathepsin Z OS=Homo sapiens OX=9606 GN=CTSZ PE=1 SV=1
	

	P04003
	-2.23 
	0.054
	12.5
	7.3
	hsa:722
	C4b-binding protein alpha chain OS=Homo sapiens OX=9606 GN=C4BPA PE=1 SV=2

	Q16853
	-2.13 
	0.092
	15.9
	9.01
	hsa:8639
	Membrane primary amine oxidase OS=Homo sapiens OX=9606 GN=AOC3 PE=1 SV=3

	P26992
	-2.13 
	0.08
	90.5
	8.09
	hsa:1271
	Ciliary neurotrophic factor receptor subunit alpha OS=Homo sapiens OX=9606 GN=CNTFR PE=1 SV=2

	O14498
	-2.11 
	0.416
	25.8
	8.28
	hsa:3671
	Immunoglobulin superfamily containing leucine-rich repeat protein OS=Homo sapiens OX=9606 GN=ISLR PE=2 SV=1

	Q6GTS8
	-2.04 
	0.338
	74.2
	6.67
	hsa:148811
	N-fatty-acyl-amino acid synthase/hydrolase PM20D1 OS=Homo sapiens OX=9606 GN=PM20D1 PE=2 SV=3

	O60462
	-2.03 
	0.17
	31.5
	5.17
	hsa:8828
	Neuropilin-2 OS=Homo sapiens OX=9606 GN=NRP2 PE=1 SV=3
	

	A0A2R8Y4M5
	-1.96 
	0.135
	309.1
	5.07
	hsa:1301
	Collagen alpha-1(XI) chain OS=Homo sapiens OX=9606 GN=COL11A1 PE=1 SV=1

	Q86SQ4
	-1.81 
	0.101
	22.1
	7.87
	hsa:57211
	Adhesion G-protein coupled receptor G6 OS=Homo sapiens OX=9606 GN=ADGRG6 PE=1 SV=3

	P0DP03
	-1.79 
	0.016
	48.5
	8.92
	hsa:102723407
	Immunoglobulin heavy variable 3-30-5 OS=Homo sapiens OX=9606 GN=IGHV3-30-5 PE=3 SV=1

	P06744
	-1.78 
	0.114
	23.7
	6.3
	hsa:2821
	Glucose-6-phosphate isomerase OS=Homo sapiens OX=9606 GN=GPI PE=1 SV=4

	P08253
	-1.75 
	0.434
	38.4
	5.47
	hsa:4313
	72 kDa type IV collagenase OS=Homo sapiens OX=9606 GN=MMP2 PE=1 SV=2

	Q8IZP9
	-1.71 
	0.221
	59.5
	7.55
	hsa:10149
	Adhesion G-protein coupled receptor G2 OS=Homo sapiens OX=9606 GN=ADGRG2 PE=1 SV=2

	E7EWS1
	-1.70 
	0.037
	32.7
	6.44
	hsa:150709
	Ankyrin and armadillo repeat-containing protein OS=Homo sapiens OX=9606 GN=ANKAR PE=1 SV=1

	O94985
	-1.69 
	0.164
	82.2
	8.73
	hsa:22883
	Calsyntenin-1 OS=Homo sapiens OX=9606 GN=CLSTN1 PE=1 SV=1

	P59665
	-1.67 
	0.061
	38.2
	6.61
	hsa:1667;hsa:728358;hsa:1668
	Neutrophil defensin 1 OS=Homo sapiens OX=9606 GN=DEFA1 PE=1 SV=1

	P20851
	-1.62 
	0.02
	5
	8.13
	hsa:725
	C4b-binding protein beta chain OS=Homo sapiens OX=9606 GN=C4BPB PE=1 SV=1

	P80188
	-1.61 
	0.203
	52
	8.91
	hsa:3934
	Neutrophil gelatinase-associated lipocalin OS=Homo sapiens OX=9606 GN=LCN2 PE=1 SV=2

	P13727
	-1.60 
	0.058
	158.4
	6.76
	hsa:5553
	Bone marrow proteoglycan OS=Homo sapiens OX=9606 GN=PRG2 PE=1 SV=2

	Q14112
	-1.54 
	0.254
	25.8
	6.62
	hsa:22795
	Nidogen-2 OS=Homo sapiens OX=9606 GN=NID2 PE=1 SV=3
	

	G3V0E5
	-1.52 
	0.022
	14.7
	6.81
	hsa:7037
	Transferrin receptor (P90, CD71), isoform CRA_c OS=Homo sapiens OX=9606 GN=TFRC PE=1 SV=1



