
Supplementary Table 1. Characteristics of population who received the novel conditioning regimen
	[bookmark: OLE_LINK1]Variables
	MUD 
Group
	MMUD 
Group
	MSD 
Group
	p

	Number of patients
	32
	28
	28
	

	Age, median (range) [years]
	5(3,9)
	7(5,10)
	7(5,10)
	0.213

	Male, n (%)
	19(59.4)
	17(60.7)
	18(64.3)
	0.923

	Serum ferritin,
median(range) [μg/L]
	2248.5
(1169.5,3587.0)
	2111.0
(1271.3,2379.0)
	1992.5
(1143.5-2415.3)
	0.582

	Risk group, n (%)
	
	
	
	

	  Low-risk
	8(25.0)
	2(7.1)
	3(10.7)
	0.039

	Medium-risk
	21(65.6)
	26(92.9)
	25(89.3)
	

	High-risk
	3(9.4)
	0
	0
	

	Donor/patient ABO-match, n (%)
	
	
	
	

	  Match
	11(34.4)
	16(57.1)
	14(50.0)
	0.192

	  Mismatch
	21(65.6)
	12(42.9)
	14(50.0)
	

	PRA before,n (%)
	
	
	
	

	  
  Negative (≤10%)
	14(58.3)
	17(73.9)
	11(47.8)
	0.349

	
  Positive (11-29%)
	3(12.5)
	3(13.0)
	3(13.0)
	

	
  Strongly positive 
(≥30%)
	7(29.2)
	3(13.0)
	9(39.1)
	

	Follow-up, median (range) [months]
	48.3(32.1,53.9)
	35.8(22.1,47.4)
	47.2(25.7,53.8)
	


[bookmark: OLE_LINK2]Abbreviations: MUD, matched unrelated donor; MMUD, Mismatched unrelated donor; MSD, Matched sibling donor; PRA, panel reactive antibody. median (range) refers to the median value and the interquartile range.
	



Supplementary Table 2. Complications in patients with different grafts undergoing the novel conditioning regimen
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	Total 
(N=88)
	MUD 
(n=32)
	MMUD 
(n=28)
	MSD 
(n=28)
	p

	Engraftment, median day (range)
	
	
	
	
	

	ANC > 0.5×109 /L
	13(12,14)
	13(12,14)
	12(12,13)
	13(12,14.8)
	0.048

	PLT > 20×109 /L
	17(13,26.5)
	16(13,23.5)
	13(12,15)
	26(18.8,29.8)
	<0.001

	Hb > 80 g/L
	15(12,19)
	14(12.3,17.8)
	13(10,14.3)
	17.5(15,22)
	0.001

	Mixed chimerism
, n (%)
	3(3.4)
	1(3.1)
	0(0)
	2(7.1)
	

	Complications, n (%)
	
	
	
	
	

	[bookmark: OLE_LINK6]GVHD
	
	
	
	
	

	Acute, grade II-IV
	31(35.2)
	12(37.5)
	16(57.1)
	3(10.7)
	0.001

	Acute, grade Ⅲ-IV
	17(19.3)
	8(25.0)
	8(28.6)
	1(3.6)
	0.036

	Chronic
	17(19.3)
	11(34.4)
	4(14.3)
	2(7.1)
	0.021

	Chronic, extensive
	5(5.7)
	4(12.5)
	1(3.6)
	0(0)
	0.085

	HC (grade Ⅲ-IV)
	13(14.8)
	3(9.4)
	7(25.0)
	3(10.7)
	0.245

	VOD
	8(9.1)
	4(12.5)
	1(3.6)
	3(10.7)
	0.527

	[bookmark: OLE_LINK8][bookmark: OLE_LINK7]Fungal infection
	4(4.5)
	3(9.4)
	0(0)
	1(3.6)
	0.321

	Bacteremia
	7(8.0)
	4(12.5)
	0(0)
	3(10.7)
	0.185

	CMV infection
	22(25.0)
	10(31.3)
	4(21.4)
	6(21.4)
	0.592

	EBV infection
	49(55.7)
	22(68.8)
	15(53.6)
	12(42.9)
	0.127

	AIHA
	0(0)
	0(0)
	0(0)
	0(0)
	

	PRES
	2(2.3)
	2(6.3)
	0(0)
	0(0)
	

	PTLD
	2(2.3)
	1(3.1)
	1(3.6)
	0(0)
	


Abbreviations: MUD, matched unrelated donor; MMUD, matched unrelated donor; MSD, Matched sibling donor; ANC, absolute neutrophil count; PLT, platelet; Hb, hemoglobin; GVHD, graft versus host disease; HC, hemorrhagic cystitis; VOD, vein occlusive disease; CMV, cytomegalovirus; EBV, Epstein-Barr virus; AIHA, autoimmune hemolytic anemia; PRES, posterior reversible encephalopathy syndrome; PTLD, posttransplant lymphoproliferative disorders. median (range) refers to the median value and the interquartile range.


Supplementary Table 3. Characteristics of population who received unrelated donor HSCT under different conditioning regimen
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	CCR group
	NCR group
	p

	Number of patients
	53
	60
	

	Age, median (range) [years]
	4(3,6.5)
	7(4,9.8)
	<0.001

	Male, n (%)
	33(62.3)
	36(60.0)
	0.805

	Serum ferritin, median (range) [μg/L]
	1657.0
（1163,2255）
	2151.5（1199.5,2761.5）
	0.088

	Risk group, n (%)
	
	
	

	  Low-risk
	17(32.7)
	10(16.7)
	0.042

	Medium-risk
	35(67.3)
	47(78.3)
	

	High-risk
	0(0)
	3(5.0)
	

	Donor/patient ABO-match, n (%)
	
	
	

	  Match
	27(50.9)
	27(45.0)
	0.528

	  Mismatch
	26(49.1)
	33(55.0)
	

	PRA before, n (%)
	N=47
	N=47
	

	  
  Negative (≤10%)
	24(51.1)
	31(66.0)
	0.083

	
  Positive (11-29%)
	15(31.9)
	6(12.8)
	

	
  Strongly positive (≥30%)
	8(17.0)
	10(21.3)
	

	
HLA matching status, n (%)
	
	
	

	  
10/10 matched
	34(64.2)
	32(53.3)
	0.350

	
9/10 matched
	16(30.2)
	26(43.3)
	

	
8/10 matched
	3(5.7)
	2(3.3)
	

	
Follow-up, median (range) [months]
	51.8(28.0,69.9)
	45.5(24.6,52.6)
	


 Abbreviations: CCR, conventional conditioning regimen; NCR, novel conditioning regimen; PRA, panel reactive antibody. median (range) refers to the median value and the interquartile range.
 

Supplementary Table 4. Characteristics of population who received matched sibling donor HSCT under different conditioning regimen
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	CCR group
	NCR group
	p

	Number of patients
	65
	28
	

	Age, median (range) [years]
	4(3,7)
	7(5,10)
	0.003

	Male, n (%)
	51(78.5)
	18(64.3)
	0.152

	Serum ferritin, median(range) [μg/L]
	2060.0
（1429.0,2764.5）
	1992.5（1143.5,2415.3）
	0.344

	Risk group, n (%)
	
	
	

	  Low-risk
	13(20.3)
	3(10.7)
	0.413

	Medium-risk
	51(79.7)
	25(89.3)
	

	Donor/patient ABO-match, n (%)
	
	
	

	  Match
	48(73.8)
	14(50.0)
	0.025

	  Mismatch
	17(26.2)
	14(50.0)
	

	PRA before, n (%)
	N=42
	N=23
	

	  
  Negative (≤10%)
	28(66.7)
	11(47.8)
	0.022

	
  Positive (11-29%)
	10(23.8)
	3(13.0)
	

	
  Strongly positive (≥30%)
	4(9.5)
	9(20.0)
	

	
Follow-up, median (range) [months]
	41.0(21.8,66.9)
	47.2(25.7,53.8)
	


 Abbreviations: CCR, conventional conditioning regimen; NCR, novel conditioning regimen; PRA, panel reactive antibody. median (range) refers to the median value and the interquartile range.
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