	
		
	
Table 1.Prediction of miRNAs targeting FOS mRNA: In BRCA, the predicted miRNAs that negatively correlate with FOS were listed. The expression discrepancy of the miRNAs in BRCA sample and the normal controls were compared. The survival analysis results from ENCORI and KMP were also listed.
	miRNA
	Co-eff. Ratio
	P-value (R)
	CancerExp.
	NormalExp.
	P-Value (Exp.)
	Survival analysis in BRCA

	
	
	
	
	
	
	ENCORI
	KMP

	
	
	
	
	
	
	HR
	P-value
	HR
	P-value

	let-7d-5p
	-0.224
	7.7E-14**
	245.3
	155.9
	3.8E-10**
	1.06
	0.74
	1.53
	4.4E-2*

	let-7g-5p
	-0.131
	1.5E-5**
	580.5
	518.7
	0.071
	0.93
	0.64
	0.81
	0.29

	miR-1276
	-0.093
	2.3E-3*
	0.2
	0.1
	2.5E-7**
	1.01
	0.94
	2.04
	1.9E-5**

	miR-128-3p
	-0.121
	6.5E-5**
	134.3
	70.5
	3.3E-22**
	0.89
	0.49
	0.78
	0.13

	miR-130b-3p
	-0.261
	2.7E-18**
	14.1
	4.3
	1.4E-38**
	1.24
	0.18
	1.61
	1.2E-2*

	miR-149-5p
	-0.084
	5.5E-3*
	184.4
	83.0
	4.5E-2*
	0.97
	0.83
	0.85
	0.34

	miR-181a-5p
	-0.07
	2.2E-2*
	1678.1
	1072.0
	2.1E-9**
	1.04
	0.8
	1.36
	0.073

	miR-181b-5p
	-0.104
	6.3E-4**
	404.8
	160.3
	3.5E-28**
	1.02
	0.92
	1.16
	0.37

	miR-194-5p
	-0.082
	6.6E-3*
	202.4
	138.9
	1.3E-8**
	1.09
	0.58
	0.82
	0.27

	miR-196b-5p
	-0.076
	1.2E-2*
	391.0
	307.1
	0.12
	-
	-
	-
	-

	miR-222-3p
	-0.125
	3.5E-5**
	50.5
	48.8
	1.5E-3*
	1.53
	1.1E-2*
	1.56
	1.2E-2*

	miR-29b-3p
	-0.134
	9.9E-6**
	682.7
	394.8
	1.5E-8**
	0.91
	0.58
	1.24
	0.22

	miR-3146
	-0.088
	3.7E-3*
	0.1
	0.0
	0.14
	-
	-
	-
	-

	miR-323b-3p
	-0.09
	3.1E-3*
	6.1
	4.7
	0.059
	-
	-
	-
	-

	miR-324-3p
	-0.215
	7.5E-13**
	22.1
	14.5
	1.3E-4**
	1.56
	6.8E-3*
	N/A
	N/A

	miR-34a-5p
	-0.126
	3.0E-5**
	153.0
	126.3
	1.4E-2*
	1.53
	9.2E-3*
	1.6
	1.0E-2*

	miR-374b-5p
	-0.09
	3.1E-3*
	60.6
	73.9
	1.6E-6**
	-
	-
	-
	-

	miR-421
	-0.075
	1.3E-2*
	2.2
	1.2
	8.4E-8**
	1.24
	0.19
	1.61
	5.5E-3*

	miR-423-3p
	-0.303
	2.0E-24**
	125.06
	81.03
	1.1E-6**
	1.44
	2.6E-2*
	N/A
	N/A

	miR-501-3p
	-0.204
	1.1E-11**
	50.68
	37.96
	0.2
	1.47
	1.9E-2*
	N/A
	N/A

	miR-502-3p
	-0.087
	4.0E-3*
	7.73
	6.38
	0.39
	-
	-
	-
	-

	miR-545-5p
	-0.071
	2.0E-2*
	0.57
	0.28
	2.2E-4**
	-
	-
	-
	-

	miR-576-5p
	-0.215
	8.3E-13**
	15.24
	11.92
	0.17
	1.26
	0.17
	1.39
	0.058

	miR-577
	-0.169
	2.3E-8**
	17.14
	4.82
	0.16
	-
	-
	-
	-

	miR-580-3p
	-0.069
	2.3E-2*
	0.33
	0.23
	4.3E-2*
	-
	-
	-
	-

	miR-616-3p
	-0.2
	3.3E-11**
	1.16
	1.12
	0.64
	0.99
	0.96
	1.34
	0.09

	miR-627-5p
	-0.086
	4.6E-3*
	1.29
	1.29
	0.46
	-
	-
	-
	-

	miR-7-5p
	-0.23
	1.8E-14**
	3.6
	0.39
	1.4E-32**
	1.31
	0.098
	0.79
	0.16

	miR-802
	-0.122
	5.7E-5**
	0.12
	0.01
	2.2E-2*
	-
	-
	-
	-

	miR-934
	-0.092
	2.4E-3*
	3.88
	1.27
	8.5E-8**
	0.79
	0.18
	1.53
	1.7E-2*

	miR-98-5p
	-0.192
	1.8E-10**
	64.8
	35.9
	1.8E-18**
	1.32
	0.09
	1.61
	9.6E-3*


*Results are statistically significant. 
*P value<0.05;**P value<0.001.
Survival analysis was not performed for all miRNAs, either because the expression of certain miRNA in BRCA was not significantly enhanced compared to the normal controls (miR-196b-5p, miR-3146, miR-323b-3p, miR-374b-5p, miR-502-3p, miR-577, miR-627-5p), or the absolute expression of certain miRNA was lower than the limit(miR-3146, miR-545-5p, miR-580-3p, miR-802). 
Table 2.Prediction of lncRNAs targeting miR-34a-5p and miR-222-3p: In BRCA, the predicted lncRNAs that negatively correlate with miR-34a-5p and miR-222-3p were listed respectively. The expression discrepancy of the lncRNAs in BRCA sample and the normal controls were compared. The survival analysis results from ENCORI platform were also listed.
	miR-34a-5p
	Coefficient-R
	p-value
	CancerExp
	NormalExp
	p-value
	Survival analysis in BRCA

	
	
	
	
	
	
	HR
	P-value

	AC016705.2
	-0.125
	3.8E-05**
	1
	0.33
	1.3E-9**
	1.02
	0.89

	AC093525.7
	-0.102
	7.3E-04**
	0.04
	0.04
	0.25
	
	

	LINC00667
	-0.12
	7.8E-05**
	3.64
	7.39
	9.8E-50**
	0.7
	0.031

	AC008124.1
	-0.096
	1.5E-03*
	2.03
	2.46
	2.5E-08**
	0.86
	0.34

	AC008147.2
	-0.075
	1.3E-02*
	0.14
	0.24
	5.7E-25**
	
	

	AC012513.3
	-0.089
	3.2E-03*
	1.29
	2.42
	1.9E-29**
	1.12
	0.51

	AC091181.1
	-0.066
	3.0E-02*
	0.25
	0.1
	0.92
	
	

	AC104447.1
	-0.088
	3.7E-03*
	0.99
	0.74
	3.4E-2*
	1.19
	0.29

	AC105046.1
	-0.063
	3.9E-02*
	0.15
	0.45
	1.3E-28**
	
	

	AC108704.2
	-0.069
	2.3E-02*
	0.28
	0.28
	1.8E-2*
	
	

	AC131212.2
	-0.073
	1.6E-02*
	0.39
	0.41
	1.8E-02*
	0.88
	0.42

	AC233702.9
	-0.074
	1.5E-02*
	0.02
	0.03
	7.8E-43**
	 
	

	AC253536.3
	-0.085
	4.9E-03*
	0.81
	1.15
	6.2E-05**
	0.8
	0.17

	AL365361.1
	-0.09
	2.9E-03*
	0.94
	0.81
	0.081
	
	

	AP001107.9
	-0.069
	2.2E-02*
	0.94
	0.76
	8.9E-3*
	0.89
	0.46

	CKMT2-AS1
	-0.083
	6.4E-03*
	1.46
	2.31
	1.9E-28**
	0.86
	0.35

	HCG18
	-0.095
	1.8E-03*
	2.39
	2.35
	0.69
	
	

	LINC00921
	-0.07
	2.0E-02*
	0.63
	1.06
	1.2E-27**
	0.69
	0.021

	LINC02035
	-0.083
	6.0E-03*
	1.59
	2.31
	6.0E-23**
	0.89
	0.46

	SERPINB9P1
	-0.062
	4.0E-02*
	1.24
	1.55
	9.5E-04**
	0.77
	0.11

	TMEM254-AS1
	-0.06
	4.7E-02*
	1.33
	1.21
	0.61
	
	

	TUG1
	-0.06
	4.9E-02*
	30.01
	30.02
	0.85
	
	

	WDFY3-AS2
	-0.066
	3.0E-02*
	0.42
	1.11
	5.5E-68**
	1.19
	0.29

	miR-222-3p
	
	
	
	
	
	
	

	AC000120.1
	-0.383
	3.1E-39
	0.19
	0.2
	8.5E-08**
	
	

	AC002044.2
	-0.245
	2.6E-16
	0.14
	0.08
	0.82
	
	

	AC011825.3
	-0.241
	8.1E-16
	0.01
	0.01
	0.98
	
	

	AC012181.1
	-0.234
	6.1E-15
	0.66
	0.73
	1.8E-03*
	0.95
	0.75

	AC012181.2
	-0.231
	1.3E-14
	0.77
	0.87
	1.5E-04**
	1.07
	0.68

	AC012184.3
	-0.227
	3.9E-14
	0.46
	0.55
	1.4E-08**
	0.97
	0.86

	AC015813.6
	-0.189
	3.3E-10
	2.85
	2.45
	0.61
	
	

	AC020978.7
	-0.186
	6.2E-10
	0.13
	0.16
	5.7E-10**
	
	

	AC021078.1
	-0.181
	2.0E-09
	0.07
	0.04
	0.55
	
	

	AC022150.4
	-0.156
	2.2E-07
	1.5
	1.01
	2E-2*
	1.01
	0.93

	AC073548.1
	-0.152
	5.1E-07
	0.96
	0.6
	5.1E-7**
	0.86
	0.36

	AC074135.1
	-0.15
	6.7E-07
	0.96
	0.41
	0.065
	
	

	AC079866.2
	-0.147
	1.1E-06
	0.15
	0.02
	0.05
	
	

	AC091271.1
	-0.132
	1.4E-05
	2.06
	1.78
	4.4E-2*
	0.98
	0.89

	AC091563.1
	-0.115
	1.5E-04
	6.22
	11.55
	7.9E-23**
	1.02
	0.89

	AC093726.1
	-0.108
	3.6E-04
	2.81
	4.29
	1.4E-20**
	0.75
	0.075

	AC095055.1
	-0.106
	4.9E-04
	0.53
	0.84
	2.4E-19**
	0.75
	0.08

	AC107375.1
	-0.103
	7.0E-04
	1.55
	1.76
	4.2E-06**
	0.98
	0.9

	AC112512.1
	-0.085
	5.1E-03*
	0.09
	0.04
	0.94
	
	

	AC124016.2
	-0.079
	8.9E-03*
	0.95
	1.18
	3.1E-07**
	0.91
	0.58

	AC135050.6
	-0.075
	1.4E-02*
	14.96
	13.03
	0.42
	
	

	AC239868.1
	-0.067
	2.7E-02*
	4.42
	1.22
	3.5E-46
	0.94
	0.7

	ADD3-AS1
	-0.065
	3.3E-02*
	0.07
	0.1
	2.6E-95**
	
	


*Results are statistically significant. 
*P value<0.05;**P value<0.001.
Survival analysis was not performed for all lncRNAs, either because the expression of certain lncRNAs in BRCA was not significantly reduced compared to the normal controls (AC016705.2, AC104447.1, AL365361.1, AP001107.9, HCG18, TMEM254-AS1, TUG1, AC015813.6, AC022150.4, AC073548.1, AC074135.1, AC091271.1, AC135050.6, AC239868.1), or the absolute expression of certain lncRNAs was lower than the limit (AC093525.7, AC008147.2, AC091181.1, AC105046.1, AC108704.2, AC233702.9, AC000120.1, AC002044.2, AC011825.3, AC020978.7, AC021078.1, AC079866.2, AC112512.1, ADD3-AS1). 
Table 3. Correlation analysis between FOS and biomarkers of immune cells related to anti-tumor immunity or anti-tumor therapy evaluated by GEPIA database.
	Immune cell   
	Biomarker
	R value
	p value

	CD8+ T cell
	CD8A
	0.19
	1.7E−10**

	
	CD8B
	0.16
	2.5E−07**

	CD4+ T cell
	CD4
	0.21
	3.2E−12**

	Macrophage
	CD11b
	0.2
	1.2E−11**

	
	CD68
	0.11
	3.60E-04**

	
	CD163
	0.084
	5.5E-03*

	Dendritic cell
	HLA-DPB1
	0.27
	5.9E−20**

	
	HLA-DQB1
	0.12
	6.7E−05**

	
	HLA-DRA
	0.21
	2.8E−12**

	
	HLA-DPA1
	0.23
	2E−14**

	
	CD1C
	0.43
	2E−49**

	
	NRP1
	0.35
	3.2E−32**

	
	ITGAX
	0.22
	7.3E−13**

	NK cell
	CD3
	0.19	
	2.40E-10**

	
	CD56
	0.22
	9.20E-14**

	
	CD94
	0.076
	1.2E-2*

	
	NKp46+
	0.047
	0.12































*Results are statistically significant. 
*P value<0.05;**P value<0.001.
Table 4 Relation between FOS expression key components with tumor immune micro-environment evaluated by GEPIA database.
	
	
	R-value
	p-value

	Fas related
	Fas
	0.3
	1.00E-23**

	
	FasL
	0.12
	1.1E-04**

	Perforin and  Granzyme related
	PRF1
	0.15
	4.60E-07**

	
	GZMA
	0.18
	2.40E-09**

	
	GZMB
	0.04
	0.18

	
	GZMK
	0.26
	8.60E-18**

	
	GZMH
	0.14
	2.20E-06**

	
	GZMM
	0.24
	1.30E-15**













*Results are statistically significant. 
*P value<0.05;**P value<0.001.
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