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Table S1. Oligonucleotide sequences of mRNA primers used in this study.
	Gene
	Sequence 5’ - 3’

	circSRCAP (F)
	CGTCCTTTGCACCGTATTGT

	circSRCAP (R)
	GCTTCCGCTTTTCCTCCAG

	[bookmark: OLE_LINK1]circASPH (F)
	TGATGCTGATGGTGATGGAGA

	circASPH (R)
	CGCCTTTCCTCCCATTCTTG

	circFCHO2 (F)
	CACCAGCAATCCAACTCCAG

	circFCHO2 (R)
	TTGGTGGGATCTGCTCCTTT

	circFASN (F)
	GAGCTTGGAACAGACTCACG

	circFASN (R)
	CCCGTTCTCTGGGAACTCA

	circPPIB (F)
	GCGAAGTGAGTTCAATGGCT

	circPPIB (R)
	CATCTCCTGCCCAGTCTGA

	circTMPRSS2 (F)
	CCCACCTGACCTCTACTTCC

	circTMPRSS2 (R)
	CCGGTCAGGTCAGATCTCTT

	SRCAP (F)
	CTCCACTGCTACCTCGTTTGGT

	SRCAP (R)
	GGAAAATCCGTTCCAGGCGTTC

	U6 (F)
	CTCGCTTCGGCAGCACAT

	U6 (R)
	TTTGCGTGTCATCCTTGCG

	[bookmark: _Hlk162266875]GAPDH (F)
	GTCTCCTCTGACTTCAACAGCG

	GAPDH (R)
	ACCACCCTGTTGCTGTAGCCAA




Table S2. Oligonucleotides sequences.
	shRNA
	Sequence 5’ - 3’

	sh-circSRCAP #1
	TGCCGCTTCCGCTTTTCCTCCA

	sh-circSRCAP #2
	GAGTCCGAATCATCTGGATGA

	sh-HSP70 #1
	TCACCGCGTTGGTCACCGGGT

	sh-HSP70 #2
	TCAGCACCATGGACGAGATCT

	sh-eIF4A3#1
	GCCACCACCTTCTCTAGTAAC

	sh-eIF4A3 #2
	GGTCTGTCACTCATGGGTTTA

	sh-DDX39A#1
	CGTCTTTAACTCGAGTTAAAG

	sh-DDX39A #2
	CGTCAACTCGAGTTGACGAAG

	sh-SRCAP #1
	GGAGGACTGGAGGCAGCTGAGG

	sh-SRCAP #2
	TGCTTTGCTGGAGGTTAATGGCT



Table S3. Probes for FISH.
	circSRCAP probe
	TGCCGCTTCCGCTTTTCCTCCAGGGAGTCCGAATCATCTGG-CY5

	Negative control probe
	TAAGGACCAGAGACAAAAAGCCACAGGCTCCCAGACATGA-CY5














Table S4. Primers used in Figure 6A.
	Name
	Sequence 5’ - 3’

	a upstream -885 ~ -827 (F)
	CTCACATAGAGCACTTCAA

	a downstream -885 ~ -827 (R)
	TCTCCTCACAAGGTTTAGAG

	b upstream -336 ~ -253 (F)
	AATCGTCCATTCTATAAACT

	b downstream -336 ~ -253 (R)
	TTGACTAGAAAGGAACATAC

	c upstream -153 ~ -118 (F)
	AGAATAGTTCTCATTGATAA

	c downstream -153 ~ -118 (R)
	TTTTATGTGATACGAAAA

	d upstream -96 ~ -32 (F)
	TCCCATGGTTTCTATATAT

	d downstream -96 ~ -32 (R)
	TCATTAGTCGTGGGAGTCTC

	e upstream 556 ~ 622 (F)
	TGAACATGTTACATTTTGCT

	e downstream 556 ~ 622 (R)
	TTGAGATACGACGTGACAG

	f upstream 3642 ~ 3647 (F)
	CTTAAAGCATTGATTATCT

	f downstream 3642 ~ 3647 (R)
	CCCTCGATCGATGTTCGGCG























Figure Legends
Fig. S1
A - F. ENZR-C4-2B cells were transfected with scramble (empty plasmid) and shRNA plasmids targeting circASPH, circFCHO2, circFASN, circPPIB, circTMPRSS2 or SRCAP respectively. The total cell count was assessed after treatment with 10 μM ENZ for 0, 3, and 6 days. G. C4-2B cells were transfected with vector or SRCAP overexpression plasmids, respectively, and the total cell count was assessed after treatment with 10 μM ENZ for 0, 3, and 6 days. H & I. qRT-PCR analysis was performed to measure the expression levels of circSRCAP and SRCAP mRNA in ENZR-C4-2B and 22RV1 cells treated with actinomycin D at different time points. Values are expressed as mean ± SD. Statistical significance was determined by one-way ANOVA (***p < 0.001).

Fig. S2
A. Total lysates of ENZR-C4-2B cells were collected and immunoprecipitated with a customized 75aa antibody. The expression of the 75aa small peptide was detected by LC-MS. B - D. BALB/c nude mice (n = 5 per group) were subcutaneously injected with scramble or SRCAP shRNAs stably transfected ENZR-C4-2B cells. The weight and volume of xenograft tumors were measured.

Fig. S3
A. qRT-PCR was employed to analyze the expression of HSP70 mRNA in ENZR-C4-2B cells transfected with scramble or circSRCAP shRNAs, respectively. B. qRT-PCR was utilized to analyze the expression of HSP70 mRNA in C4-2B cells transfected with vector or circSRCAP overexpression plasmids, respectively.

Fig. S4
A. Western blot analysis of AR-V7 expression in C4-2B cells transfected with vector or HA-HSP70 overexpression plasmid. B. Western blot analysis of AR-V7 expression in ENZR-C4-2B cells transfected with scramble or HSP70 shRNA plasmids. C. Half-life of HSP70 in ENZR-C4-2B cells transfected with sh-circSRCAP + vector or sh-circSRCAP + HA-HSP70 plasmids, treated with 50 μg/ml CHX, detected by Western blot at 0, 2, 4, and 8 hours. D. Immunoprecipitation with AR-V7 antibody from total lysates of ENZR-C4-2B cells transfected with Ub and sh-circSRCAP + vector or sh-circSRCAP + HA-HSP70 plasmids, followed by 5 μM MG132 treatment and Western blot. E. Half-life of HSP70 in C4-2B cells transfected with Flag-circSRCAP + scramble or Flag-circSRCAP + sh-HSP70 plasmids, treated with 50 μg/ml CHX, detected by Western blot at 0, 2, 4, and 8 hours. F. Immunoprecipitation with AR-V7 antibody from total lysates of C4-2B cells transfected with HA-Ub and Flag-circSRCAP + scramble or Flag-circSRCAP + sh-HSP70 plasmids, followed by 5 μM MG132 treatment and Western blot.

Fig. S5
A - B. Western blot analysis was utilized to detect the protein expression levels of eIF4A3 and DDX39A in C4-2B and ENZR-C4-2B cells.


