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Table. S1 Comparison of cellular fatty acid between REN37T and type strains of the genus.
Strains: 1. REN37T; 2. A. dieselolei B-5T; 3. A. indicus SW127T; 4. A. venustensis ISO4T; 5. A. mobilis MT13131T; 6. A. nanhaiticus 19-m-6T; 7. A. pacificus W11-5T; 8. A. profundi MTEO17T; 9. A. sediminis PA15-N-34T; 10. A. xenomutans JC109T.
	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10

	C14:0 iso
	1.7 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C14:0 anteiso
	0.1 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C14:0
	0.1 
	0.6 
	2.0 
	1.4 
	TR
	1.1 
	2.5 
	1.2 
	1.6 
	1.0 

	C15:1 anteiso A
	0.1 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C15:0 iso
	9.5 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C15:0 anteiso
	49.4 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C16:0 iso
	18.1 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C16:0
	2.1 
	32.1 
	25.2 
	20.2 
	31.7 
	26.0 
	29.1 
	30.7 
	25.0 
	31.0 

	C15:0 3OH
	0.1 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C17:0 iso
	1.6 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C17:0 anteiso
	16.5 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C17:1 ω5ϲ
	0.1 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C17:0
	0.1 
	0.3 
	TR
	2.8 
	ND
	TR
	0.8 
	ND
	ND
	ND

	C18:0
	0.1 
	0.6 
	3.0 
	0.9 
	ND
	6.8 
	3.5 
	TR
	2.9 
	0.9 

	C18:1 ω7ϲ
	ND
	ND
	44.9 
	1.2 
	ND
	30.8 
	27.4 
	30.6 
	31.2 
	7.8 

	C17:0 3OH
	0.2 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND

	C19:0 anteiso
	0.2 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	ND


TR, trace amount (values lower than 1 %); ND, no data available. Values >5% are shown in bold type.

Table. S2 16S rRNA gene similarity between REN33T and other closely related species in the genus Alcanivorax.
Strains: 1. REN37T; 2. A. dieselolei B-5T; 3. A. indicus SW127T; 4. A. venustensis ISO4T; 5. A. mobilis MT13131T; 6. A. nanhaiticus 19-m-6T; 7. A. pacificus W11-5T; 8. A. profundi MTEO17T; 9. A. sediminis PA15-N-34T; 10. A. xenomutans JC109T.
	
	1
	2
	3
	4
	4
	5
	6
	7
	9
	10

	REN37T
	100%
	
	
	
	
	
	
	
	
	

	A. dieselolei B-5T
	92.69%
	100%
	
	
	
	
	
	
	
	

	A. indicus SW127T
	94.39%
	93.74%
	100%
	
	
	
	
	
	
	

	A. venustensis ISO4T
	91.19%
	95.29%
	93.84%
	100%
	
	
	
	
	
	

	A. mobilis MT13131T
	92.83%
	96.17%
	94.53%
	96.03%
	100%
	
	
	
	
	

	A. nanhaiticus 19-m-6T
	92.76%
	94.99%
	93.50%
	93.84%
	94.19%
	100%
	
	
	
	

	A. pacificus W11-5T
	96.10%
	93.74%
	96.79%
	93.22%
	94.60%
	94.39%
	100%
	
	
	

	A. profundi MTEO17T
	93.19%
	94.40%
	93.84%
	92.95%
	94.40%
	97.88%
	94.53%
	100%
	
	

	A. sediminis PA15-N-34T
	92.83%
	94.92%
	93.84%
	93.57%
	93.85%
	97.33%
	93.64%
	97.68%
	100%
	

	A. xenomutans JC109T
	92.71%
	99.85%
	93.58%
	94.13%
	95.65%
	95.01%
	93.58%
	94.15%
	94.58%
	100%




Table. S3 Comparison of OrthoANI and dDDH between strain REN37T and type strains in the genus Alcanivorax.
Strains: 1. REN37T; 2. A. dieselolei B-5T; 3. A. indicus SW127T; 4. A. venustensis ISO4T; 5. A. mobilis MT13131T; 6. A. nanhaiticus 19-m-6T; 7. A. pacificus W11-5T; 8. A. profundi MTEO17T; 9. A. sediminis PA15-N-34T; 10. A. xenomutans JC109T.
	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10

	REN37T
	
	18.5 
	18.6 
	18.4 
	18.0 
	18.8 
	19.2 
	18.7 
	18.6 
	18.8 

	A. dieselolei B-5T
	71.1 
	
	18.8 
	22.0 
	21.9 
	20.4 
	19.3 
	20.2 
	20.6 
	51.9 

	A. indicus SW127T
	72.7 
	72.1 
	
	18.6 
	18.9 
	19.3 
	20.1 
	19.2 
	18.8 
	18.9 

	A. venustensis ISO4T
	71.7 
	77.6 
	72.6 
	
	23.3
	20.4
	19.4
	19.9
	20.0
	21.3

	A. mobilis MT13131T
	71.4 
	76.9 
	72.1 
	80.0
	
	20.5 
	19.5 
	20.3 
	20.2 
	20.6 

	A. nanhaiticus 19-m-6T
	70.1 
	72.8 
	71.1 
	73.3
	73.0 
	
	19.5 
	23.8 
	25.2 
	20.7 

	A. pacificus W11-5T
	74.0 
	72.3 
	75.9 
	73.0
	72.6 
	71.0 
	
	19.4 
	18.7 
	19.4 

	A. profundi MTEO17T
	70.1 
	73.0 
	70.9 
	73.6
	73.1 
	78.9 
	71.0 
	
	23.2 
	20.1 

	A. sediminis PA15-N-34T
	70.0 
	73.0 
	70.9 
	73.5
	72.9 
	81.8 
	70.9 
	78.6 
	
	20.4 

	A. xenomutans JC109T
	70.9 
	93.5 
	72.0 
	77.2
	76.4 
	72.9 
	72.3 
	73.0 
	72.9 
	



	

[image: 图片1]
Fig. S1. Cellular morphology of strain REN37T. Bar, 500nm.
[image: 图片2]
Fig. S2 Two-dimensional TLC of the total polar lipids of strain REN37T. DPG, diphosphatidylglycerol; PG, phosphatidylglycerol; PL1-2, unidentified phospholipids; PC, phosphatidylcholine; GL, unidentified glycolipid. 
[image: 图片3]
Fig. S3. The RAST subsystem category distribution of REN37T.
image1.png
OOOOO




image2.png




image3.png
Miscell 14
Dormancy and Sporulation (2) ¥ uﬁ:'ﬁ:é_m’:.(n) .
Stress Response (53) ron acquisition and metabolism (6)

mino Acids and Derivatives(170)

Carbohydrates (120)

embrane Transport (74)

ell Wall and Capsule (12)

Fatty Acuds, Lipids, and Isoprenoids (92)
NA Metabolism (64)

Nucleosides and Nucleotides (45)

N

Cofactors, Vitamins, Prosthetic Groups, Pigments (146)

inulence, Disease and Defense (33)
ion and Cell signaling (20)

11 Dormancy and Sporulation (2)
~ Miscellancous (14)
[ Sulfur Metabolism (4)
I 1ron acquisition and metabolism (6)
I Amino Acids and Derivatives(170)
0 Membrane Transport (74)
1) Cell Wall and Capsule (12)
~ DNA Metabolism (64)
Protein Metabolism (168)
[ Virulence, Discase and Defense (33)
Regulation and Cell signaling (20)
* Respiration (66)

[0 Cofactors, Vitamins, Prosthetic Groups, P
~ Nucleosides and Nucleotides (45)
[ Fatty Acids, Lipids, and Isoprenoids (92)
I Carbohydrates (120)
[ Phosphorus Metabolism (23)
[ Secondary Metabolism (4)
I Metabolism of Aromatic Compounds (6)
~ Nitrogen Metabolism (10)

RNA Metabolism (42)
[ stress Response (53)

(146)




