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Raw data :Figure 1C Raw data :Figure 4A

Dot-blot analysis of GST-NHERF1-4 binding  Dot-blot analysis of GST-NHERF1-4 binding
with the C-terminal 50 amino acids of GCC with the C-terminal 50 amino acids of MRP4
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B. Raw data: Figure 1B
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Additionally, we observe that the NHERF4 protein can
efficiently immunoprecipitate GCC on par with NHERF3.
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A. Raw data: Figure 3E
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B. Raw data: Figure 3E
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C. Raw data:Figure 3E
(GCC)
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D. Raw data:

Figure 3E (GAPDH) Exposure 2

FLAG-GCC
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Raw data: Figure 4B

The macromolecular complex formation assay between
MRP4C50 and GCCC50 via NHERF3

Supplementary figure 4



A. Raw data:Supplementary Figure 1C

HA-immunoprecipitation of HA-tagged NHERF4 full-length, NHERF4 PDZ1, NHERF4 APDZ1

Supplementary figure 5



B. Raw data:Supplementary Figure 1C

HA-immunoprecipitation of HA-tagged NHERF4 full-length, NHERF4 PDZ1, NHERF4 APDZ1
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