Figure S1 GR24-treated and CK samples were the significant groups determined by the principal component analysis (PCA)
Figure S2 Differentially expressed genes were enriched to the diterpene synthesis pathway. The enzymes labeled in the red box were associated with up-regulated genes and the numbers in the box represent the enzyme number (EC number).
Figure S3 Differentially expressed genes were enriched to the pentose and glucuronate interconversions pathway. The enzymes labeled in the red box were associated with up-regulated genes and the enzymes labeled in the blue box were related to both up-regulated and down-regulated genes. The numbers in the box represent the enzyme number (EC number).


