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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6

DAPI MERGE

circATXN1

CD31

B

T T T 1
] e ] e
- - o S

LNXLV2419 Jo uoissaidxa aApe|oy

gastrocnemius muscle
k k%

A

DAPI MERGE

circATXN1

CD31

Ys-12S AVV YS-TNXLVD AVY

L1
- E
* Y
.nn.v * Y, by
»ﬂ %
o S 0 o (8
- - o o

LNX1V2419 jo uoissaidxa anne|ay



Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Supplementary Figure 10
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Supplementary Figure 11
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Supplementary Figure 12
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Supplementary Figure 13
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