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Table S1. Molecular dynamics simulation of the GII.13 P protein combined with HBGA. 
In this study, 6JYN was used as a positive control to compare the relative binding affinity of the P-protein to HBGAs. The level of binding affinity is indicated by symbols: "+" denotes weak binding affinity (ranging from -5 kJ/mol to -23 kJ/mol), "++" denotes moderate binding affinity (ranging from -28 kJ/mol to -34 kJ/mol), and "+++" denotes strong binding affinity (ranging from -39 kJ/mol to -51 kJ/mol). Conversely, "-" indicates no binding affinity.

	HBGAs Type
	MW305577/1978
	AY113106/1998
	AB809974/2008
	OR713748/2009
	MK753008/2013
	MN394543/2019
	
	6JYN/2016

	Type A
	+
	-
	-
	-
	-
	-
	
	-

	Type B
	-
	+
	-
	-
	-
	-
	
	-

	Type H
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	+++
	-
	-
	-
	-
	
	-
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	-
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	-
	-
	-
	-
	
	-
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	-
	-
	-
	-
	-
	-
	
	-
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	-
	++
	+++
	+++
	+++
	-
	
	++




Table S2. Sequence Alignment Analysis of the HBGAs Binding Site (HBS) Region

	Variants/Residue
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	350
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	E
	A
	K
	N
	
	T
	G
	D
	V
	
	Q
	G
	L
	H

	OR713748/2009
	
	E
	A
	K
	N
	
	T
	E
	N
	V
	
	Q
	G
	L
	Q

	MK753008/2013
	
	E
	A
	K
	N
	
	T
	E
	N
	V
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Figure S1. RMSD of GII.13 P domains with HBGAs 
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Figure S1 RMSD of GII.13 combined with HBGAs
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