Table S2. Primer sequence
	Gene
	Primer Sequence

	VEGFA forward
	[bookmark: OLE_LINK3][bookmark: OLE_LINK4]5’- TTGCCTTGCTGCTCTACCTCCA -3’

	[bookmark: OLE_LINK112]VEGFA reverse 
	[bookmark: OLE_LINK5][bookmark: OLE_LINK6]5’- GATGGCAGTAGCTGCGCTGATA -3’

	CD34 forward
	5’-ATTTTTCCCTCGACACCCGAT-3’

	CD34 reverse
	[bookmark: OLE_LINK10][bookmark: OLE_LINK11]5’-TCCCAGGCGTAGACCAAGA-3’

	COX2 forward
	5’- GGGTGTCCCTTCGCCTCTTT -3’

	[bookmark: OLE_LINK7]COX2 reverse
	5’- GTTGCCGGTATCTGCCTTCA-3’

	NLRP3 forward
	5’- GCCGAGTTTGCCTTGCTCA-3’

	NLRP3 reverse
	5’- TCCGGAGGCTCACCAGTTTC-3’

	ASC forward
	[bookmark: OLE_LINK114]5’-GGCCAATAAGATGGGTCTGA-3’

	ASC reverse
	5’-GCTGCACACAGTCCAGAAAA-3’

	Caspase1 forward
	5’-TGTGGAACATGGAGGGAAG-3’

	Caspase1 reverse
	[bookmark: OLE_LINK115]5’-TGTGCCTGTGCTGGAACTTTC-3’

	GSDMD forward
	5’-TTGGTCAAGATCATCCGGC-3’

	GSDMD reverse
	5’-GCTCACCATGCTGTGCTGG-3’

	ELAVL1 forward
	5’- ACTGCAGGGATGACATTGGG-3’

	ELAVL1 reverse
	5’- CCAAGCTGTGTCCTGCTACT-3’

	[bookmark: OLE_LINK9]miR-133a-3p forward
	5’- ACACTCCAGCTGGGTTTGTCCCCTTCAAC-3’

	miR-133a-3p reverse
	[bookmark: OLE_LINK1]5’- TGGTGTCGTGGAGTCG-3’

	U6 forward
	5’- CTCGCTTCGGCAGCACA-3’

	U6 reverse
	5’- AACGCTTCACGAATTTGCGT-3’

	GAPDH forward
	5’-AGCCCAAGATGCCCTTCAGT-3’

	GAPDH reverse
	5’-AGCCCAAGATGCCCTTCAGT-3’



