Supplementary Data 1. Deduced amino acid sequences of the newly annotated OR genes in P. americana.

>transcript_4624
MDNGKDSTEIITEKRFNDLILASRIGGFPLNIKNSSILRSIYNVIISLCFYSVYVAELLEAYNSSELRQAMKIVRVIALHTYILIIQLNLRFRKDAFYSLLRLTEMFQWEDLSKLDSETGRLTIAGWIPRIQKILRRITMVYLASHITQRAIVAITEHELMFIGWYPIDTSTSPQFEIIYLTQIFTTVLLASVFHTFLYMYCIPVCIACSQLDSVKENLMHIQQKYDSSSEENESNCKTEREMQKKLNQCVQQHQKTLRFLQAIEATLNLPLCGMLLVLQLSLCIAAFSVITSWGDVVDILQGVLFYVLTMMLVCTYCVLGSLLTEKYESVREAAWASDWVGAPVSYQRCILLIIAKSNKEFTLTAGKFVSLSNSTMMNMLNQSLSLFMFLLTMKEKNEENLQ
>transcript_4631
ACSQLDYLKDSLLSIQHKPRSSKREIISSRPTVFENEQKKLNECIRHHQNIIRFLQALEEAMNIPMCVVFLVLLIALCVVAFSIITSWGDVVDMVQGVFTYLAMMMLVFAYCVLGTLLTDRYESVRDAAWASDWVGMPVSYQRCILFIIAKSNQEFILTAGKFVPVSNATMMNMLNQSLSLFMFLLTMKDKNEELVK
>transcript_11006
MYCWFGEQVIQGGWDVDHAAYMTPWYTYSEKYKKHLVLMIMRAHSPVEITVGHYYSLSLQSCEMIIHNIYFFSMFLNQINNKSKAALKYEAYQLSNGL
>transcript_12093
MFYFKFLAAYVYVNIAFGFMGLYGTLTCIGCAQLDNLKINIMQIRQESETERDYGAESDEKQQIEKVQTSEETFRRMQKQLNDCIRQHQEILKYMNSLEEVLSPMFLGFFLIVTAGLCLSAFSFVTNLGDILQMAQALLVYCSFTVMLCCTNWFGNELTNQADSVRDAVFGCDWVGTPISFQRCIIFMIARSNKEFTLTAGKIVSVNNKTMASILNQTVSYLMFLVQVKEKNVEN
>transcript_17123
AKHHQQILRYIKALEESFHMMLLGPFLSVALTLCFAAITAISGYGRMSDALQIPPIIITFMCQIVTACLFCNELTVQCGLISSTIFNSEWVGTPLPHQKSLHIMMTASTEVTLTAGKVIP
>transcript_18711
MTSTERRFAYLFYFFNIGGFPITTKKLPLLQNAYNLAVDVSCYSVYFACVFNGYMNTEDLKSGMTTLCHIVSMTTILCTEVNYRIQMKTLQRLFNLVETFTWEDMPLIDEETGKLTMAGWIPRIEKFIKRFVLISFTVHIIQSLVRIITTDNMVYDTLYPFKISESPIYEIILITQFLTSARLVTIFYGCPCVYTILICVACSQLQKVRLSLLEIKWKYSESLEKSMDDQNANEDEARQIQNKLNGIVQLHQKVISYVGTLEDMTTMLMGEVFLFFLLAQCTAAFAAVLNLDNINDLSRVMLIYLTATGMEFVYCWFGNMLSDEYDAVRNAAWGCEWVGTPLSFQKCISFIICISKQGFTLTAAKFLPVSNSTLMSMINESMSLFMFLLTMKDKNN
>transcript_18804
MPLRDVETGEVTMAGYVPKIKTIAKGLVPFLYGVHITQSCVRVILYRELMYDTLYPFDTYSYPFYELVFLTQVIAMLRISLFFIGAPYFYAAFICIGCTQLEKVKYLLLQMKQNTSGPEKEEFEDCNKRNEDFTLQKKLNDVVRLHQQVISYIRYLEEYTCLLLGGVLFLILLLQCATAYAAATMSMENLNDFSRAVYLYLIVTWIACVYCGYGTMLSEEYESVGNAVFASDWVGTPVRYQTCISFMIAMSNQGFSLTAAKFAPVSNATLMNMINESMSLFMFFLTMKDKND
>transcript_18839
MSVIMCTEVNFRIQMKTLERLFRLVETFTWEDMPLNDTETGELTMAGWIPRIEKFIKRLVTFSTAVHIIQSFVRIFTSNNMMFDTLYPFEVSGSPIYEIILMTQFLATVRLAVIFYGSPYIYTTMICIACSQLQKVRYSLLQLINSKHAEPLGNLVDDKDINEDEARQIQVKLNCIVRLHQQVIRYVGTLENMTNMLLGGVFFFFLLTQCTAAFAAVLNLDNINDLSRVVYIYLMATGTEFVYCWFGNVLSEEYEAVRNAAWGCDWVGTPVSFQKCLTFIISISKQGFTLTAAKFLPISNSTLMSMINESMSLFMFLLTMKDKNK
>transcript_21506
MQYQLNECIRIHQDVIKFLYELENVTCIPLCGILLFLQISLCISAFSAVMSLEDKVALIQSVWVYIIVLCGVAVYCLLGSLITEKFESVKDAAWASDWVGAPVPYQRCILFIIS
>transcript_24702
MESAGDKVPSSRRFWITIILLKIAGLPIHVKQLSVLQLTYDGFVSVSSYSVFIASLVDVCLNSDDLKRSMGTIRLIFAMVMIILAEMNFRFHKDTLRRLFLLTESFTWEDLPLTDPDTGGLTAAGLMPRIDNILKKFIPVSVGIHLVQTTVRIITSRDMMYNGWYPFDASLSPNYEIVIFSQFLALFRFFALFYACPHLYVTTVCIACTQLKKLEIYMSEVKQQITSKAKSREDGRNHDYKCRMERQLKDIILHHQQIIKYIHTLDELTGLWLGCVFLCVLLTLCTAAFSAVMSLGDATELIQCVFAYVQSMLMTFMYCSFGTFLSQEYESISSAVWASDWVGTSVSYQRSISFIINISNQGFELTAGKVVPVSNATLMNMVNESLSLFMFLLTMKDKNEGAS
>transcript_24737
MSLNDMTELTECIGIYIVLLLEAFAYCTFGTLLAVQYESVKDAAWSSEWIGTSVSYQRCISFMISVSSKGFNLQAGKILPVTYSTLMGMINESVSLFMFLLTMKEKNEKALV
>transcript_26269
RHQKTIEFAAKLNEVVSVAGLLQMMNIPIMICSNAFHLTQNEVKLMEFFLFLSLCVMILIKLFVYCWYGQDVIDQSEKVQIALYSTDWYNKSPSYKKLVPTMLMRASHPVKLRNGIFNDLSFETFTAVLNTAYSYLALLSKMNES
>transcript_33444
METKIDSQCDILTQLKNCIRLHQDTIEYLRLLENTTSVIMCGVFLCLLICLCSAAFSIVMSWGDYTDMVLAAQAYIIMLGVLFCYCSVGTITTEKYERVKDAAWASDWLGTPASYQRCILFIIAKSDQEFAFTAGSFVPVSYATMMNMINQSFSFFMFLLTMKDKSESNAHPAT
>transcript_35580
QALLNYLILLGFVFSYCSIGTIVTEKYESVRDAAWASDWVGTPLPYQRCILFIIAKSNEEFTLTAGKFVPVSNVTMMSMINQSLSFFMFLLTMKDKNEANA
>transcript_42075
MLVLCIAAFTAVLNLGDATDMTQSALLYVFAMLLSFVYCGFGTLLSDMFDSVRHAAWSCGWVGRPVKYQKAIGFIILISSKGFELSAWNIVPVSNSTLMSMVNESMSLFMFLLTMKDKNEDLH
>transcript_64541
MVSRFESGIYSSERRFRFTSFLLNFGGISLLSKNISLLQRGYNLLVSMSTYLLYVTSFADICMNSDDMNRITTTLRLYFQMILVLWIEINIRYRADTLWRLLLMTESFIWEDMPLTDPETGEITIAGWVQRMDKFLKRAVPAGFVIHTTQTLIRIFTIHELVFQSWFPFNVYVSPMYEIVVLTQMLATNRIIGIYAAVLQAYTLIVCIACTQLHKVKESLEGINRKEFKSVSDLNEKETGEMQDELNKTVRHHQLIISYIWTLEDFMSSMMAGVLLLTMLSLCTAAFTAVMNFGNVTDMTQSALIYALCIITAFVYCWFGSLLSEMFESVSEGAWDSDWVGISIPYQRCISFIIAISNKGFKLTAGKFIPVSNSTLMNMLNESLSLFMFLLTMKDKNEDIK
>transcript_69854
MDQAVRAQMDGTTRGVALKWLGRSEDRDPHELHPYFVDVIRHHQAIITFSRQLNDVLSPLLLFYFFSAQIMMCVMAFQMVLTWGEQNNFLKFFFGLLCVLIGPFFFCWQGNIFIEKSLNVQKAVYNCEWYERSQGFKKLVLMVITRTQRPVQFTAGKLYLASLESFAKMLNSVYYYFAVLKQLHEE
>transcript_81153
MSPMIFATLVSVQISVCIPLLLVALGRYNGFAKYIAAAAEQFVMPSLICYYGDNVSQLSVAVQHAAFGCRWYDRNQKMKKLLQIIIMRAQNPVRFNAMKFYVVSMETLGDILNKVYAFFTILKQMFE
>transcript_83000
MASIERQFRLLLFLFKLAGLPLETREVSLLQYVYNISVSLCCYSVYLAALNYVYTCIRNMEGGVEATCHLILMMAILCFEVNYRKQKRTIDQLFQHIDSFTWEEMPHRDLETGELTMAGCIPRIDSFVKKLFPLMCSLHITQTCVRIISSRSLMYDTLYPFDTSVHPVYEIVLLTQVIAMLRIWLFFHAAPYLYVTFVCIACTQLQKVKFLLLKMTQQISESEKSEFDYSNRGNEGLRIQQNFNDIVLLHQQVISYISSLEKLMCLLLGGVLFFILLLQCTAAFAAVMSLGNVNDLSRAAYLYITVTCIACIYCGFGTMLSDEYESVSDAAFASDWVGTPVSFQNSISFMMAMSNQGFTLTAAKFVPVSNSTLMSMINESMSLFMFLLTMKDKND
>transcript_83001
MASTERRFRFLLFLFKLAGLPLENRKESLLHTIYYTSVSLCCYSVYLAGIYYVYMDVGNMESGVEATCHLLVMMALFCFEVNYRIQRNSIGRLFHLIESFTWEDMPHRDLETGELTMAGCIPRIDNLMKKLVPLIYGVHIIQSCVRIITSRSLMYDTLYPFDTSVHPVYEIILLTQVMAMFRISLFFHAAPYFYVTFVCVACTQLQKVKYLLLKMKQKFSGSETWRIDGSNEEIEALNIQKNFNDIVQLHQQVISYMSSLEEMMSVLLGGVLFFILLLQCTAAFAAVMSLENINDFSRAAYLYLSSTCIACIYCGFGTMLSHEYDSVSNAAFASDWVGTPVSFQNSISFMIAMSNQGFTLTAAKFVPVSNSTLMSMINESMSLFMFLLTMKDKGN
>transcript_83003
MAMFRISLFFHAAPYFYVTFVCVACTQLQKVKYLLLKMKQKFSGSETWRIDGSNEEIEALNIQKNFNDIVQLHQQVISYISSLEKLMCLLLGGVLFFILLLQCTAAFAAVMSLGNVNDLSRAAYLYITVTCIACIYCGFGTMLSDEYESVSDAAFASDWVGTPVSFQNSISFMMAMSNQGFTLTAAKFVPVSNSTLMSMINESMSLFMFLLTMKDKND
>transcript_87214
MLSTMLFGIFFSLLLELCITAFSAVMSLNDMTELTECVGIYIVLLCVAFAYCTFGSLLAGQYESVKDAAWSSEWIGTSVSYQRCISFMISVSSKGFNLQAGKILPVTYSTLMGMINESVSLFMFLLTMKEKNEKALV
>transcript_93812
MAPNKRRYSFLLLMFKVAGFPLTTKKIPLLQSAYNVLISVTSYSVFLAVIYYACNSMDNLRNGMTALCYVFGLLVTLWAEVNYRIHMKNLDKLLHISESFTWEELPVTDPETGELTLAGWMPRIVNCLERFTPFAILLHLTQSFIRVVINRQSIFDTLYPFDTSASPIFEFTVITEMVASLRYATLYMAPPYMFTCMVGTACTQLQKVNCLLLEIKQRNYDSDKYSMQKHEGENIMLQKKFNEVVGLHQQVLSYIKTMEKVMSNLVGGVLFFLLLAQCTAAFAAVMTLEDINELSRVGVVYIMGTAQAFIYCSFGSMLSLKYESVSYAAWDCDWVGTPVSFQRCVSFMISLSNRGFTLTAAKFVPISNATLMNMINESMSLFMFLLTMKEKNE
>transcript_96240
SFRNDTTFRYFNFILTIGGVPLYDVPKSFVYRIFVVIFVFCCTCTISALVIHVYVNFDDLGKAADSIICLPPFALSIWIQIFLSFRKKNILKLLHFADSFIWEDLPPMDVATGNMSMGVLIRRINTATKGSTIVFPGFIIVLYTCVILTSEERVLTADAWYPYDWTKSPAYEITLIVQVVNTLGLALILYAFPPLYATLVVIACSQLEKIRNTLSNIKQQRILSETLTAVDKTLLFETPEKMFAHMQEELNECIRLHQKTIRFMKELEDNFSALFVGIFLILMIALCFASFAAVLAQRVRDAAFGCDWVGAPISFQKSLSLMIACTNKEIILTAGKCVPVSKETMVNMIQESMSLFMFLLQVREEDEDQDYAAVNDILETE
>transcript_101045
QIEDCEVINTSKFETRNEYQLFQYSQFEFDAELYEYLKDCVRAHQAMLRSSDWFNSLLSPIVFWEFVTGALVICMLGFALISMPITSAKFVKNVLHFLSMFFMMGITYWLGSDLTTQSLEVYNAAYNSGWYDMAPRCKFLLMMVMARAQRPVMLSAGYFGTVSLETFGALVQSAASYITVLRQMQ
>transcript_115409
MEKLRVTLLRIKKYAVSSDTNSELKNQENKDEINSTNEQLRQIIKHHTLILRYINLLQEVTKLMAGGMLFLFLLSLCMTAFSAIMSWGDFIDMSQSVFIYIGVLLMAFSYCSIGTALAREYEAVKDAAFACDWIGTPVTFQRSIAIIMSIANKGKALVGGIVPMTNETLMAMVNESMSLFMFLLAMKDKSEGKNE
>transcript_125464
MKVEKSGFSDLTENRYKVFLFLIRMGGIPVNMPEVSKSYTIYSTFTIVCFYCALLCIFLDCYHKREVLNDMMNTLRILLGTVVTTWMYFVLRIQKTKLENIITVTELFKWDDLPSRDSENRLTMAGFVPVVGKVTRAAAMIMTVCHFSQSAFRMITKREMFLPTWYPFDVSISPVYEIVNGTQVFAFIFIVGIFIGYQGMYATLVCVACSQLEKIKQSLLNITQSDHKHEQMMWDAQRQKDTEDNTVYYTSTSPEKQLNECIRHHQLVRLYMDELEDFLNVSLGGLFFLLLVTLCLIAFSAVTAESIADAAWGCEWIGCSTSFQRCLVMVIASANRGFYLTAGKFVPVSNKTMMNMLNQSASFFMFLLTMKGKNEEKNM
>transcript_129124
MLFCCCSTTLALIIKVYIHFDDLDKAVDAIITLPPVMLSLWIQINIRFRKNNLLQLLHFADCFAWEDLPPKDPVTGNTSMGVWIRRIKTTAVRVTTLGPSVYFLHCFTRIIISEERFLTLDAWYPYDWSKSPVYEITNIIQVIAALGFAAFMYTFPPFYATLVLIACSQLEKLRNTLLNIKQKCTLINDKVADETKQQFQTSEEMFSHMKKQLNKCIRLHQDIIRFTKELEDGFSTLFVGILLILMLALCFASFSAVLRWGNAVNVTQSVAAYFVFFIFVFLFCWFPSELTDQADRVRDAAWSCDWVGTPVGFQRALSILMTCANKEIIMTAGNCVPVSKETMMNMIQQSISLFMFLLQVREANENQD
>transcript_137454
MTEMFIWEDMPEKDPKSGNLTMAGWVPRIQKITKIIAIYIIIIHLVQSFIRLVNNHELMFVTWYPFDTSSSPQFEIVYITQAIGTLLGLPMSFAFPAMYVTSICIACSQLEKLQRKFLGIKQKHSRPNEEAGSSFGTDFEMQNELNECVQHHQSIIRYLNTLEETMNVPIFGILLILLITLCTIAFSVIVSWGDIVDMVQGATVYIVMLSLVFTFCGMGTVVTDMNESLREVAWSSDWVGTPLSYQRCILFIIAKASQEFQLTAWKFVPLSNTTMMSILNESLSIFMFLLTVKDQKKEIDNE
>transcript_137456
MTEMFIWEDMPEKDPKSGNLTMAGWVPRIQKITKIIAIYIIIIHLVQSFIRLVNNHELMFVTWYPFDTSSSPQFEIVYITQAIGTLLGLPMSFAFPAMYVTSICIACSQLEKLQRKFLGIKQKHSRPNEEAGSSFGTDFEMQNELNECVQHHQSIIRYLNTLEETMNVPIFGILLILLITLCTIAFSVIVSWGDIVDMVQGATVYIVMLSLVFTFCGMGTVVTDMNESLREVAWSSDWVGTPLSYQRCILFIIANSNQEFHLTAGKFVPLSNSTMMSILNESLSFFMFLLTVKDQKKEIDNE
>transcript_137470utrorf
AFSAVMSLEDKVALIQSVWVYIIVLCGVAVYCLLGSLITEKFESVKDAAWASDWVGAPVPYQRCILFIISQANHGFNLTAGKFVPLSNTTLMNMMNESLSLFMFLLTMKDKNEAIHEDHKQ
>transcript_137507
LLTQLITLCTIAFSAIVSWGDIVDMFQSVTLYVLMMLVVFTYCGMGTVITHKFESVREAAWSSDWVGAPVSYQRCILFIIAKSNQEFKLTAGKCVPLSNTTMMNILNESLSFFMFLLTMKDQKKGHDKE
>transcript_140411
MNIPVGGILLVQLITLCTIAFSVIVNWGDLLDLIQAATLYIVMLLTVFTFCGMGTVITDKYESVREAAWSSDWVGAPVSYQRCILFIIAKSNQEFQLTAWKFVPLSNTTMMSIMNQSLSFFMFLLTVKDK
>transcript_141242
MERDTMDKLNTSHIKTSSEETFSFIFRTLDIFGFPIKSRKLPLYRSVYNKATGIFLYALVVCIVGYIFIESNDLKDVMAAVRPLVIASICTWIEITFSYHADTLERLYRKTEYFSWDDMPLTDNETGDLTKAGLLRVVDSIGKKSVFGLFFIHLSLSAIRVFGFREMMYPMWFPMDISTSPGFEIIMLIQIIATMRAGATFYTAPYFYAKLICIACVQLEKVRGSLLSIKQENEIGKKYTSINIGKSENRAHEINEHLKYLICHHNQTLSYINNLQEFFSMLMCGILFLFMISLCASAFSVMMTLNDTVDASQGAVMYLAVVVMAYFYCNFGTMLAREYEAVGDAAFASDWIGAPVPYQRSLSFIILVANKGKTLVAGHIVPITNETLMAMINESMSLFMFLLTMKEKSDENM
>transcript_141247
MVATTESNSKNKSLDHFPLLFTFFRLAGLPLEMKQFFIFQRIYNLIISLCSYSTYVGIIAHAFSPPEDNRTITELLTSIRLANLMALYIWTEINIRIKSKAVGDLFLQIDNFTWEEIPKIDIVSGELTIGGIMKRIETFIKIIMNGTVGLYVLQTTVKTFTSRELMFPASYPFDVSVSPIYEFLLLTQILAFLRIVGIFYGTPYLYSILVCVGCTQLQKIKIMILRIKQNKGNHTYSEEETFRIQNELNFCIKLHQQVLRYLNDIEDATSIMLAGIFFLLLLESCTAAFAAIADLGDIGNLSECITFYVSVMSVTSIYCLFATKLYQEYDEVRNAAWSSDWIGAPISYQRSIALIITMANKEFTLTAGKAVPVSNSTLLSMINESMSLFMFLLAMRDKSQQ
>transcript_141261
MEECNNSNIKQNIEIRFSVLFFVFKIGGIPLLTKEISIFQQMFNVLITFCSSSMYVCIIIDVFMHTEDLKRTMQTMRLVFIMIMHMWTEINIRLRKGTLNHLLFMSESFTWEEMPAFDVVSGELTMAGLVPLMNKVFKNFYIYSIVYHFLQSALRVFTSRDMIYQSWYPFDATVSPVYEFVLLTQVLGTLRISALFLGIPYLYSVLVSIPCMQLEKVRALLLSINQKNEMPETSTDAETADGCYLEHNLKECIRLHQDIISYLNVLEKLTSVMLGGIFFLLLLTSCTAAFSTVLGLGDVTDLLQSIYVYAMAMSVTSVYCIFGTILEREYEVVKDAAWSSDWVGIPVSYQRSIALIMTMSNNGFNLTAGKIVPVSKSTLMSMINESMSLFMFLLTMKDKGEELKN
>transcript_141271
MRAGSMFYATPYLYAKLVSLACVQLEKLRGSLLSIKQNVLSPDTQAEINIPQSEVKEQLNDIIRHHIQILNYINVLQEFSGLLTCGILFLFLLTLCFCAFSVIMSWDDPVDLYQGAWLYFAVVVMAFFYCSMGTVLAQEFEAVGEAAYASDWVGAPVPYQKSISFMMLISNKGKTLVGGGIVPVTNETLMSMINESMSLFMFLLTMKDKSEKSNA
>transcript_145018
MKRGTLICLTVHFLQSIARMVTSRALMYQTWYPFNVSTSPTFEIIQITQVIATFRISALSFALLHLYANLVCIACTQLHKIKDALIHIKQKGMEPEYNKGDDIPTDGDEQRMQNEVKDIVGHHQQVLRYLKTMQDYTNSIIGGILLFLMLMTCTSAFTAVLNLGDTTDMTQSIMVYVGALCVAFVYCGFGTLLSDVFDSVRHAAWNSDWVGTPVTYQKSISFIIMISIKGFELKAWKVVPVSNSTFMSMINESMSLFMFLLTMKEKNENLH
>transcript_145028
MDNEVKNIIRHHQQVLSYMRMMQDYMNSILAGILFFLMLLLCTAAFTAVLNLGDTTDMTQSLLVYVGAMCVSFVYCGFGTLLSDVFDSVRHAAWNSDWVGTPTKYQYSISFIILISNKGFELNAWNVVPVSNSTFMSMINESMSLFMFLLTMKDKNAKLD
>transcript_154911
MVGEASYNCGWYDASKKFNTSISLIIMRAQRPVLLSVGPFGTLSLELFGKIMNSAYSYFTLLKNANGK
>transcript_161230
MVSNSQDGKYSTERRFRFFIIFFDVAGFPLIAGNCGLLQRAYNTLVSLCAYSVVAASILDVYMHIDDVKRISTTLWLLFNFIMLMWIELNMRLRRDILRRLLLLSEYFTWEEMAIRDVHTGKLTIAGWLPCVNNIMKKWTFISLAVHILQSVVRMLTSRDLSFQTWYPFNTSTSPAYEFIQITQVIALFRFSALSFALPHLYANLVCIACTQLHKIKDALSHVKQKDMEPQYSKGDGIATEGDEHRMQNEVKNIVRHHQQVLSYMRMMQDYMSAILGGILLFLMLLLCTAAFTAVLNLGDTTDMTQSFLVYICAMGLSLVYCGFGTLLSDVFDSVRHAAWNSDWVGTPPKYQYSISFIILISNKGFELNAWNVVPVSNSTFMSMINESMSLFMFLLTMKDKNGKS
>transcript_161234
MLIWIELNMRLRKDILRRLFLLTECFTWEEMPARDESTGNLTIAGWVPRMDRFMKRGTVICLTFHIMLSIAKMLTSREFIFQAWYPFNTSTSPAYELVQVTQVIATLRFSALSFGLLHLYACLVCIACTQLHKIKDALSHVKQDMEPQCTKEDDIPTQEDEYRMHKDFKHIVRHHQQILSSYVKMMQDYMSVIIGGILLFLMLMTCTAAFTAVLNLGDTTDMTQSLLVYVSAMCLAFVYCGFGTLLSDTFDSVRHAAWNSDWVGTPVTYQKSISVIIMISIKGFELKAWKVVPISNSTFMSMVNESMSLFMFLLTMKEKNENLH
>transcript_161237
MYSDDVKRISTTLRILLQIIMLMWIEIYMRLRRDILRRLFLLTECFTWEEMAMRDVRTGNLTIAGWIPRLNSFIKRGTLICVIIHILQSIARFTTSGDLMFQTWYPFNTSTSPAYELIQFTQVISLFRFSALSFALPHLYANLVCIACTQLHKIKDALSHVKQKDMEPQYSKGDGIATEGDEHRMQNEVKNIVRHHQQVLSYMRMMQDYMSAILGGILLFLMLLLCTAAFTAVLNLGDTTDMTQSFLVYICAMGLSLVYCGFGTLLSDVFDSVRHAAWNSDWVGTPPKYQYSISFIILISNKGFELNAWNVVPVSNSTFMSMINESMSLFMFLLTMKDKNGKS
>transcript_161238
PFNTSTSPAYEFIQISQVIASVRFAALASAFPHLYAYLVCIACTQLHKIKDALIHIKQKGMEPEYNKGDDIPTDGDEQRMQNEVKDIVGHHQQVLRYLKTMQDYTNSIIGGILLFLMLMTCTAAFTAVLNLGDTTDMTQSLLVYVCAMGLSFVYCGFGTLLSDVFDSVRHAAWNSDWVGTPVTYQKSISVIIMISIKGFELKAWKVVPISNSTFMSMVNESMSLFMFLLTMKEKNENLH
>transcript_165149
MENTENNLQYYLVECIKYHQALLEFCSELSDFMSPMIFATLVSVQISVCIPLLLVALGRYNGFAKYIAAAAEQFVMPSLICYYGDNVSQLSVAVQHAAFGCRWYDRNQKMKKLLQIIIMRAQNPVRFNAMKFYVVSMETLGDILNK
>transcript_165233
MPVIETQEYRREMKLYMGRCVKLHQDLLECVDHLNVFSSPILLMTTSSASLLICGLVFAASITDDREAFNKFMIYLICALIQIGVPCWFATDLKTQSERIAEMCYDFKWYDEPAHFQKSMGIVLMRAQRPVLLFVGPFGTLSLELFGSVVQTAYSYFALLQQLYS
>transcript_167099
MTTLWQILTMTVIIFTEVNYRFQMKALVKLFSLVESFTWEDMPSIEEETGELTMAGWIPRIEGFMKRIVSISVIVHLTLTLVRVITKHKMMYDTWYPFETNESPVYEIILMTQFLSTARYVVIFFGCPCIYTTLICVACSQLQKVRFLLLEIKWKHLEKSVDDKEIKKHEMSQIQHIVRLHQQVISFVGTLEDMTTTLLGGVLFISLLIQCTAAFSAVLNMDKIHELSRVVLIYLTVTGVEFVYCWFGNVLSEEYEAVSEATWSCEWVGTPLPYQKCLTLITCISKQGFSLTAAKFLPISNSTLLSMINESMSLFMFLLTMKDKNT
>transcript_167113
MSRVMLIYLTVTAVEFVYCWFGNVLTEEYEAVSNAAWCCRWVGTPVSFQKCISFIICISKQGFSLTAAKFLPISNSTLMSMINESLSLFMFLLTMKDKSE
>transcript_169960
MVSFRNDKTFRFYNILLTVAGVPLYNRPKSFFYNVYDLIVFICTHCTTLSILMYLYINIDDPDKAVDSIFLLPFTLLSSWIRVSLSLRRDDIQQLLIRADCFTWDGLPAKDPDTGNISMTVFVRRIKKVSLGVFVTAYIYLFLQTATRIIISEDRPLTFDMWYPYDVSQSPAYEFTLILQTTGFFIGCDMVLYIFPPFYATLVIIACIQFEKLRALLSDIKQRTEDGDEQFDTSEDVFASMQSHLNECIRLHQKLIRYKSELDDTFSNLFVGVFLLLLLSLCTTTYTAVLRWGNAANVVQSLISYNVCITFVFLFCWFASELSDQADRFRDAVWGCDWVGTPVQFQRSLSFLITCAIKEVTLKAGKCVPISKQTILTMIQESFSLFMFLLQVREQDNEA
>transcript_169962
MVSFRNDKTFRFYNILLTVAGVPLYNRPKSFFYNVYDLIVFICTHCTTLSILMYLYINIDDPDKAVDSIFLLPFTLLSSWIRICLSVRRDDIQQLLIRADCFTWDGLPAKDPDTGNISMTVFVRRIKKVLLGVVITACSFHFLQTTIRIIISEERPLTFDMWYPYDVTKSPAYEFTLVFQTTGMIIGCAVVLYIFPPLYATLVVIACFQYEKLRALLSDIKQRTEDGDEQFDTSEDVFASMQSHLNECIRLHQKLIRYKSELDDTFSNLFVGVFLLLLLSLCTTTYTAVLRWGSAANIVQSLISYIVCLIFVFLLCWFPSELSDQAERFRNAVWACEWVGSPAPFQRCLSFVLACANKDVNLTAGKCVPISKQTMMSMIQESFSLFMFLLQVRDKDKHA
>transcript_169963
MKQESFPSTVVMENSDKRNENQNEMFVHMQKNLWKCIRLHQQVLRYKNELEETFSNLFVGVFLLLLISLCLTTYSAVLRWGNLVNLSLSVAAYIIFLTFIFLFCWFPSELSDQAERFRNAVWACEWVGSPAPFQRCLSFVLACANKDVNLTAGKCVPISKQTMMSMIQESFSLFMFLLQVRDKDKHA
>transcript_173386
MKSSSPFKEENSSMEDPSLDLMTLSLRVLHLTFVIPNSDIRSSHYKLILYRCCQFFIHSMYIGVLIAQIVSIFVYWGDLVLVVEAFLVALGIQCSYIPIVYIIWNWEHVKSVVEFLESQSIFTVHIVKSNITFLNILQESRNSIRKLCMLIGISYLTIMFTWNLLPMVLHFVEGYTENEIDLMRNGTYIKWDHFLFVMWVPKSAVEFPMYGVMYGIQVIMFSIMCVYYFTVLNFFLPMIIYSTTQFTVVAAAIKALDVGTETTDRDDALTVNDVNVEDNWECSHYGNTEPIGMNDENEDLLDQDEKPNKYWNDLVTSTNLLPLVECIKLHQSALWFSEQVDSIFSTSFFAWSLILVFVLVGELFQLSLNLGFRKNLQYGSALFSTLTQPFILHWFGERLVTQSLAVGSAAYECHWYKRSTKFKQMILLLLIRAQKPVQLSVGVMANSSLETFAEILNAAY
>transcript_183504
MFQVVLSWGQGNGVFKFVLGLAAAACGPLMFCWFGTDIIQESLAVQQVAYGCNWYHRATSFKQLLGLVIMRAQKPVRLTAGMFYDVSLTTFTQMLNSVYTYFAVLKQLYEEE
>transcript_186113
VFVCLLIFKNIYLLTRNDYVYDLIDQLQNRFFTNKRPPTSQQTTILNRYAARAKLYTVVRSNFVLGIITFWLLYPIKELIEELTENMSIPEDDNANSGNNTIVLELPFVAYHPYDVENNITNYIFTYLFQVFCGYSVFIGMPAFDMLFVSVFIHLSGHFKALQYVLFNLHEEAEALILPDKNQPRNNRLSTIVESPDAQISFRNKGCDSSQDVEGESYYGDRKQNGLCDRQLDEGMQIILINCIQHHQAILSFVEGLEDFLQPVMLMQLLASCVAFIVLGFQMSLIPIQTEGTKFIKLSVSLVTALVEQGMFYWFAGELLEESVNTLSAAYHCKWYITNKTFRQDLLLLMERAKRQVKLTAGGFSTLTLQNFASVIQSSYSYFTMLKAVHNK
>transcript_188920
MVDGLTFEENEEFYEKWNNDDYMMFQILLLQIGAMKPARNITSSPWKLKIYNIFSALALLFLLVSVCGQVYSLLSVWGNLMKVTIVAFEVAATFNNSCVFLYIISNRKSLQNVMDKMNLNFKEYIMKFSLRKEQSDILRKANKENRVVCWIYTVVNISTIILWTTFPLLFWLLSEDDEQTDGDITDDKNNPQINWNYYCYTIWIPPGGTKSPIYQLVWVFQAIVVYIILMDTAAYVSTYNSLVIYAETQFKVLNSLLARLDQYIIIPQKNETSRQLSERFDTFNDNISEEEKCPLREIKKAHCDERTKSSEGQNTFRGVNNHALSSGTENAAEEFLINCIKYHQALLEFCKEMHQVVSPIIFIYFSCNMVMMCLSIFQSSMGMKENGKVKFISATFSVWVPMYVICWYGERLTEQANIVNDRIYECKWYRASTRMKRDLYFAIMRSQKPVELIAGRTFHLSLEGLANLANTAYAFYTVLKDAQKQ
>transcript_190742
IWLLRIKQKHELLGTKSEVERKELENELNSCVKLHQQVLSYFSAIENATSTMMCGIFFFLLLSVCISAFAAVANLDDISESSQSLCLYVSTILVMSMYCIFATKLYEEYDEVRNAAWSSDWIGAPISYQRSIAVIMTMANKDITFTAGKAVPVSNSTLISMMNESMSLFMFLLTMKDKIQ
>transcript_190743
MSRMPKYIKINRNFLLVLILFLSMVKVFTSHELLLQSSFPFDVFFSPVYEIVLLTQLLSIPRIICLFYGIPYLYSVLMCVGCTQLQKIQIWLLRIKQNHNLRGDKSQEEENRMENELSSCVKLHQQVLSYFSAIENATSTMLCGIFFFLLLSACISAFAAVASLEDIAESSQSLCLYVSTILVMSMYCIFATKLYEEYDEIRNAAWSSDWIGAPISYQRSIAVIMTMANKDITFTAGKAVPVSNSTLISMMNESMSLFMFLLTMKDKNQ
>transcript_190745
MCVGCTQLQKIQMWLLHIKQNHNVRGDKSQEEENRMENELSSCVKLHQQVLSYFSAIENATSTMMCGIFFFLLLSVCISAFAAVANLDDISESSQSLCLYVSTILVMSMYCIFATKLYEEYDEVRNAAWSSDWIGAPISYQRSIAVIMTMANKDITFTAGKAVPVSNSTLISMMNESMSLFMFLLTMKDKNQ
>transcript_190747
MSMYCIFATKLYEEYDEIRNAAWSSDWIGAPISYQRSIAIIMTMANKDITFTAGKAVPVSNSTLISMMNESMSLFMFLLTMKDKIQ
>transcript_194921
MENRKCHTGDITEKRFRDLLHLFRFGGIPLYMTKISRTRSVYSAIISFCLYFMYVAEWLEVYNSNELKSIMKSLRSVVPITTLVFVELIFRFRVGAFNELLKMTELFSWEDMAQRHPETGNITIAGWIPRIRIFMRRIIIFFMSFHLTQRAVTAVTEHELMYASWYPFDTTSSPQFEIVYLTQILATFVLITTFLGFIYLYSTLIIIACSQLDYLKDSLLGIQHKRMSSKGEIKSCTQLQTEEQEKLNECIRHHQNIVRFLQALEEAMNKPMCVILLILLIALCTVAFSIITSWGDVIDMVQGVVTYLSMMMLVFAYCVLGTLLTERYESVRDAAWASDWVGMPVSYQRCILFIIAKSNQEFIHTAGKFVPVSN
>transcript_199551
MNLTFCGLLLILLVTLCFSSFCIITAWNNPADASQAVATYFLMLGNAFVICWFGNELTEQTESVRDAAWSSDWVGAPTAIQRCILHMIATANKEFTLTAGKFVPVSNATLMNMINQSVSLFMFLLQVKHRNEETTDIQ
>transcript_201156
MIQKDNKHQEQLNDCVLLHQRTIRYLSLLEDTMNTMVCGVFLCFLTGLCTTIFSVVMSWGDYTDMSQAALTYILHAAFTFCYATVGTITSRKYESVRDAAWASDWVGMPISYQQCILIIISKSNQEFNLTAGKFAPVSYVTMMNMVNQSLSFFMFLLAMKDKSEENA
>transcript_201289
MVPFRNEETFRVFNTVFSFSGVRLYNIPNSFIYTILVIFVNFCSCSTALALVVNIYVNQNDLDKAVDSIYVLPPIALAFWIQVYLRFRRDKLVRLLSFADCFVWEDLPPEDPVTGNTGMAVWIRRIRTTAVRVAVLGPGIYFLQIITQMFIKEERFLNLDAWYPYDWTKSPAYELTILTQVIGVLGNCSIVYVFPPLYATLVVIACSQLEKVRIALSSIKQQHIAAETTSPNDEQWQLRASDDDFTRMEGQLNKCIRLHQEIIRFIMELEENFSTLFVGVFLILMLSLCFSTFSAVLRWGNAVNVSLSLQSYCMYLIFIFLFCWFPSELTDQGERVRDAAWSCDWIGTPVSFQRSLSLVIASANKEFILTAGKCVPVSKQTMLNMIQESISLFMFLIQVRGEDESEE
>transcript_203000
MGIDELQFDELTEKRFGLLFKILRIGILSIYTRNVSKIRTISIVLICLSNAFVYFGGWLDVIIHSGDFKHIMKTLRITMPVTFILWTEMNFRLRRDVYENLIEQTKYFSWDELPEKDSNTGKLTAAGWIIRIHKIMKHYMIFNVIIYCIHSTVRLIASRELLYQVWYPFDMSQSPTFEIVYATQVMASIQWAVVYFGFLYLYILCICIACTQLDIVKHILLHIQWNNNLCTEDTKCLDTQQETYCGIQKNINGCVRLHQEVIRFLNQLDNAVSLPLGAIFLFLQITLCISAFAFVVSWGDTVDLILAVQTYIMSLSLVAIYCCVGTILTEKYESVRDAAWASDWVGAPISHQRSLFLIITQANRKFTLTSGKFIPVSNTTMSNMLNESMSLFMFLLTMKDKNDETM
>transcript_203007
MGSDEFRFNELTEKRFSLLFTICRFGAIPLYVRRISKVNTIFNIIITVCSCFTYFGIWLDVIYSGDFKRSMNSMRTVTILSCNMWMDISIRFRKDDFCNLIELTKIFVWEDLPKKDPNTGNLTVAGWIPRINNILMYLMTFITIAHILISIIRLIYLHELIYTVWYPFDIYSSPQFEIVNIVQVLATFPFTCQFFSFPYIFMYCICIACSQLDKLKENLLHLGKNINISVANRKSSNNEYQTFNNLQDYLNDFIRLHQDIIRFLKDLEDTMSLPLFGIFLFLQVSLCISAFSAVMSWGEIIDMVQGALIYGFGLLFLSVHCSTGSLLTEKYESVKDAAWASDWVGAPISYQRSIIFIIAQANHKFTLTAGKFILVSNATLSNMLNESLSLFMFLLTMKDKNEEIIV
>transcript_206155
CIACTQLHKIKDAFLHIKQKDMDPEYNKGDDIPTDGDEQRMQNELKDIVRHHQEVLRYLRAMQDYMNSITGGILLFLMLIICTAAFTAVLNLGDTTDMTQSLLVYVSAMCVAFVYCGFGTLLSDMFDSVRHAAWNSDWVGTPVTYQKSISFIIMISS
>transcript_243003
MAAGEQSGIQEQLNNCIRLHQATIGYLRLLENTMSTLLCGTFLFLLTGQCGAAFALVINLGHYVDLSQALLNYLILLGFVFSYCSIGTIVTEKYESVRDAAWASDWVGTPLPYQRCILFIIAKSNEEFTLTAGKFVPVSN
>transcript_245237
MHSDDFKRISTTVRLLFDFIMFMWIELNMRVLKDILRRLLLLTESFTWEEMAVRDEHTGNLTIAGWIPCLDSIMKRGTLIGITIHFLQSIARMLTSRALMFQTWYPFNVSTSPTFEIIQITQVIATFRISALSFGLMHLYANLVCIACTQLHKIKDAFLHMKQKDMEPEYSKGEDIPTKGDEQRMQNEVKDIVRHHQQVFRFLKTMQDYMSSIIGGILLFLMLMTCTAAFTAVLNLGDTTDMTQSLLVYVSAMCLAFVYCGFGTLLSDTFDSVRHAAWNSDWVGTPVTYQKSISVIIMISIKGFELKAWKVVPISNSTFMSMVNESMSLFMFLLTMKEKNENLH
>transcript_247566
MADTTDTRKSGIDLSINKHILRAVGIWYPRRRSLAYVCYSLFMMLSLPIHLCTELWAAYESRNDLTMVLFVVCPMLIGTAGLLKGTYFIYKNRELQELVNVLEGPLFAFGHQSGVHQRDIILKACRTSRLVTILNQVVGAITPLLWVLMPIVDNTERGLPLIAAYPFDKKETPGYQIAFAFESFTAYSSLAIISSVDAFCTGMMIHVSGQLEALGFTLENIFQVAQEKISQPEREAAVTGNVVQKNNTSVMKCTSSQKWTDDARMDKLVNISESPPEHFCKINSEDEESTICGDSLDFPDKCRNFEPVAYQTLVECVQHHQAIIKFGGKVQRILSPILFIQCVASSLCLCVGAYMATDSTRIAHSTYNCDWTGTSRRFKYAVFMIIMRAQKTLCMKGGFFYIVSLQTFAAIINTSYSYYTLLRNAKN

