[bookmark: _GoBack]Table S3. Comparative analysis of diverse PHIS values obtained for AUC, Sensitivity, Specificity and t-test p values for evaluation.
	Signal category
	Features
	AUC
	Specificity
	Sensitivity
	t-test p.value

	Sequence composition
	

	0.823
	0.236
	0.748
	3.056e-125(***)

	
	WIsH score
	0.792
	0.305
	0.748
	3.760e-91(***)

	
	Codon usage score
	0.798
	0.357
	0.829
	2.908e-103(***)

	CRISPR
	CRISPRnum
	0.99
	0.023
	0.986
	1.778e-30(***)

	
	CRISPRidn
	0.991
	0.023
	0.986
	1.766e-52(***)

	
	CRISPRcov
	0.992
	0.019
	0.986
	7.889e-53(***)

	Prophage
	PROPphp
	0.877
	0.341
	0.943
	4.450e-58(***)

	
	PROPidn
	0.888
	0.263
	0.956
	1.854e-112(***)

	
	PROPcov
	0.923
	0.216
	0.921
	1.800e-56(***)

	Genetic homology
	ALNhpc
	0.871
	0.347
	0.933
	4.141e-62(***)

	
	ALNidn
	0.997
	0.01
	1
	4.560e-82(***)

	
	ALNcov
	0.999
	0.01
	1
	2.239e-67(***)

	Protein-protein interactions
	PPInum
	0.837
	0.214
	0.855
	1.706e-10(***)

	
	PPIbap
	0.841
	0.214
	0.855
	4.582e-09(***)

	
	PPIphp
	0.838
	0.214
	0.855
	3.970e-09(***)

	
	DDInum
	0.628
	0.607
	0.828
	0.3145

	
	DDIbap
	0.624
	0.673
	0.891
	0.037(*)

	
	DDIphp
	0.646
	0.715
	0.925
	1.255e-05(***)
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