
  
Naive B cells

  
DN B cells CD19+CD27-IGD-

  
TR B cells CD19+CD27-IGD+CD38hiCD24hi
Breg TIGIT+CD19+IGHM+

   
NS memory B cells CD19+CD27+IGD+

 
Indeterminant CD8 CD8+

 
CD4 Tmp CD4+RO-CCR7+

 
CD4 Te CD4+CD45RO-CCR7-

 
CD4 Tem CD4+CD45RO+CCR7-

 
CD4 Tcm CD4+45RO+CCR7+

 
CD8 Tmp CD8+CD45RO-CCR7+

 
CD8 Te CD8+CD45RO-CCR7-

 
CD8 Tem CD8+CD45RO+CCR7-

 
CD8 Tcm CD8+CD45RO+CCR7+

KIR3DL1 KIR3DL1+CD8+CD3+CD56-
KIR2DL3 KIR2DL3+CD8+CD3+CD56-
KIR3DL2 KIR3DL2+CD8+CD3+CD56-

 
Maits Trav1-2+ CD161+
g/d CD56-
Treg  FoxP3+CCR4+IL7R-

  
iNKT TCR Va24/J18+

 
NK CD56+CD335+CD16-CD3-

  
Mature NK CD56hiCD3-CD16+

  
ACT NK CD56-CD335-CD16+

CD19+CD27-IGD+CD38dimCD2

g/
d 

In
de

te
rm

in
at

e 
cd

8

C
D

8_
T

cm

C
D

4_
T

cm

C
D

8_
T

em

C
D

4_
T

em
C

D
4_

T
e

C
D

8_
T

e
K

IR
2D

L3
K

IR
3D

L1
K

IR
3D

L2
M

ai
ts

C
D

4_
T

pm

C
D

8_
T

pm

T
re

g 
T−0: CD4+ IL7R+ memory

T−1: CD4+ CD161+ memory
T−10: CD4+ OX40+NR3C1+

T−11: CD4+ CD146+ memory
T−12: CD4+ GNLY+

T−13: CD8+ GZMK/B+ memory
T−14: CD8+ GZMK+ memory
T−15: CD8+ GZMB+/TEMRA

T−16: CD8+ CD45ROlow/naive

T−17: CD8+ activated/NK−like

T−18: Proliferating
T−19: MT−high (low quality)

T−2: CD4+ IL7R+CCR5+ memory

T−20: CD38+
T−21: Innate−like

T−22: Vdelta1
T−23: Vdelta2

T−3: CD4+ Tfh/Tph
T−4: CD4+ naive

T−5: CD4+ GZMK+ memory
T−6: CD4+ memory

T−7: CD4+ Tph
T−8: CD4+ CD25−high Treg
T−9: CD4+ CD25−low Treg
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CITEseq antibody defined subsets

Comparison of Anitbody defined subsets vs RA reference mapping

Definitional markers of lymphoid snRNAseq 
and scRNAseq populations
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